Genetic diversity and population structure of Plasmodium falciparum across areas of varied malaria transmission intensities in Uganda
Table S3. Inter- and intra-population variance based on analysis of molecular variance (AMOVA)
	Source
	df
	SS
	MS
	Est. Var.
	Percentage %

	Among populations
	2
	28.782
	14.391
	0.083
	3%

	Within populations
	419
	1162.004
	2.773
	2.773
	97%

	Total
	421
	1190.787
	 
	2.856
	100%
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df, degrees of freedom; SS, Sum of squares; MS, mean squares; Est. Var, Estimated Variance; pops, populations
