	Mutations
	Urban 
Hospital
 N= 57
	Urban community N= 23
	Rural community N= 96
	P. value
	Total N=176

	T45I
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	E52D
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	M53L
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	N54S
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	N54V
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	Y55C
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	Y55F
	0% (0)
	4.3% (1)
	1% (1)
	0.250
	1.1% (2)

	K58N
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	Q59L
	0% (0)
	4.3% (1)
	0% (0)
	0.035
	0.6% (1)

	E60D
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	N61C
	0% (0)
	0% (0)
	1% (1)
	0.658
	  0.6% (1)

	W62S
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	S64C
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	L65H
	0% (0)
	4.3% (1)
	1% (1)
	0.250
	1.1% (2)

	K67N
	3.5% (2)
	4.3% (1)
	1% (1)
	0.474
	2.3% (4)

	K67Y
	0% (0)
	4.3% (1)
	1% (1)
	0.250
	1.1% (2)

	N68Y
	0% (0)
	4.3% (1)
	     2.1	% (2)
	0.362
	1.7% (3)

	S69R
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6% (1)

	L72H
	0% (0)
	0% (0)
	6.3% (6)
	0.075
	3.4% (6)

	L72V
	0% (0)
	8.7% (2)
	0% (0)
	0.0012
	1.1% (2)

	G73E
	0% (0)
	13% (3)
	11.5% (11)
	0.0254
	8.0% (14)

	E74D
	0% (0)
	0% (0)
	2.1% (2)
	0.430
	1.1% (2)

	E74K
	0% (0)
	4.3% (1)
	0% (0)
	0.035
	0.6% (1)

	N75K
	1.8% (1)
	17.4% (4)
	17.7% (17)
	0.0117
	12.5% (22)

	D76Y
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6%  (1)

	D76G
	3.5% (2)
	0% (0)
	0% (0)
	0.121
	1.1%  (2)

	D76E
	0% (0)
	0% (0)
	1% (1)
	0.658
	0.6%  (1)

	A98G
	22.8% (13)
	30.4% (7)
	26% (25)
	0.769
	25.6%  (45)


Table.S1 : Prevalence of N-terminal region mutations by study sites
