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	Urban 
Hospital N= 57   
	Urban community N= 23
	Rural community N= 96
	P. value
	Total N=176

	K314Q
	29.8% (17)
	34.8% (8)
	33.3% (32)
	0.8735
	31.3% (55)

	K317E
	77.2% (44)
	82.6% (19)
	92.6% (89)
	0.0221
	86.4% (152)

	K317T
	7.0% (4)
	0% (0)
	3.1% (3)
	0.2844
	4.0% (7)

	E318K
	33.3% (19)
	43.5% (10)
	38.5% (37)
	0.7469
	37.9% (66)

	E318Q
	42.1% (24)
	39.1% (9)
	55.2% (53)
	0.2235
	48.9% (86)

	L320I
	0% (0)
	4.3% (1)
	3.1% (3)
	0.3650
	2.3% (4)

	N321K
	75.4% (43)
	78.3% (18)
	88.5% (85)
	0.1822
	83.0% (146)

	N321Q
	1.7% (1)
	0% (0)
	1.0% (1)
	0.7812
	1.1% (2)

	K322E
	3.6% (2)
	0% (0)
	5.2% (5)
	0.5131
	4.0% (7)

	K322I
	7.0% (4)
	8.7% (2)
	4.2% (4)
	0.5921
	5.7% (10)

	K322R
	1.7% (1)
	8.7% (2)
	4.2% (4)
	0.3682
	4.0% (7)

	K322T
	42.1% (24)
	43.5% (10)
	46.9% (45)
	0.9105
	44.9% (79)

	Q324K
	36.8% (21)
	47.8% (11)
	38.5% (37)
	0.6903
	39.2% (69)

	Q324R
	3.6% (2)
	0% (0)
	0% (0)
	0.1121
	1.1% (2)

	L327I
	19.3% (11)
	26.1% (6)
	17.7% (17)
	0.6573
	19.3% (34)
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