


Supplementary Fig. 1 Phylogenetic tree of RdRp nucleotide sequences of Matryoshka viruses. A new virus is reported, MaRNAV-9, but fragmented (4 segments) from a Ficedula parva, red-breasted flycatcher infected with Plasmodium circumflexum (pTURDUS1). Its four fragments cluster with MaRNAV-7 and MaRNAV-2, which have been associated with Leucocytozoon infections in birds. SH-aLRT support is shown on top of the node, and the UltraFast Bootstrap (UFBoot) support below the node. The model is GTR+F+I+G4 and was run in IQ-Tree. New virus fragments are given in bold font. GenBank accession numbers are provided. 
Supplementary Fig. 2 Phylogenetic tree of RdRp amino acid sequences of Matryoshka viruses. A new virus is reported, MaRNAV-9, but fragmented (4 segments) from a Ficedula parva, red-breasted flycatcher infected with Plasmodium circumflexum (pTURDUS1). Its four fragments cluster with MaRNAV-7 and MaRNAV-2, which have been associated with Leucocytozoon infections in birds. SH-aLRT support is shown on top of the node, and the UltraFast Bootstrap (UFBoot) support below the node. The model is LG+G4 and was run in IQ-Tree. New virus fragments are given in bold font. GenBank accession numbers are provided.
Supplementary Fig. 3 Phylogenetic tree of RdRp nucleotide sequences of Matryoshka viruses. A new, fragmented, virus MaRNAV-9 is reported from a Ficedula parva, red-breasted flycatcher infected with Plasmodium circumflexum (pTURDUS1). One consensus sequence of MaRNAV-9 was made from its four fragments and Ns were used to link them. This consensus fragment also clusters with MaRNAV-7 and MaRNAV-2, which have been associated with Leucocytozoon infections in birds. SH-aLRT support is shown on top of the node, and the UltraFast Bootstrap (UFBoot) support below the node. The model is GTR+F+I+G4 and was run in IQ-Tree. New virus fragments are given in bold font.
GenBank accession numbers are provided.
Supplementary Fig. 4 Phylogenetic tree of RdRp amino acids sequences of Matryoshka viruses. A new fragmented virus MaRNAV-9 is reported from a Ficedula parva, red-breasted flycatcher infected with Plasmodium circumflexum (pTURDUS1). In this phylogeny, only fragment 2, more central, was used, and all other sequences were trimmed to its length. It clusters with MaRNAV-7 and MaRNAV-2, which have been associated with Leucocytozoon infections in birds. SH-aLRT support is shown on top of the node, and the UltraFast Bootstrap (UFBoot) support below the node. The model is LG+G4 and was run in IQ-Tree. New virus fragment is given in bold font. GenBank accession numbers are provided.
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