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Figure S1. Correlation matrix of proteins included in the total LCD proteomic signature
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Figure S2. Correlation matrix of proteins included in the vegetable LCD proteomic signature
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Figure S3. Correlation matrix of proteins included in the animal LCD proteomic signature
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Figure S4. Overlap of elastic net-selected proteins among the total, vegetable, and animal LCD proteomic signatures
LCD, low-carbohydrate-diet; ALCDS, animal LCD score; TLCDS, total LCD score; VLCDS, vegetable LCD score.
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Figure S5. Pearson correlations between LCD scores and their corresponding proteomic signatures 
The r in figure represented the Pearson's correlations between LCD score and corresponding dietary proteomic signatures. LCD, low-carbohydrate-diet; ALCDS, animal LCD score; TLCDS, total LCD score; VLCDS, vegetable LCD score.
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Figure S6. Pearson correlations between LCD scores and their corresponding proteomic signatures stratified by sex and age
LCD, low-carbohydrate-diet; ALCDS, animal LCD score; TLCDS, total LCD score; VLCDS, vegetable LCD score.
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Figure S7. Pearson correlations between LCD scores and their corresponding proteomic signatures stratified by disease status
LCD, low-carbohydrate-diet; ALCDS, animal LCD score; TLCDS, total LCD score; VLCDS, vegetable LCD score. 
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Fig. S8 Gene set enrichment analysis of KEGG pathways associated with LCD scores
Positive and negative normalized enrichment scores (NES) indicate enrichment among proteins positively and negatively associated with the corresponding LCD score, respectively. LCD, low-carbohydrate diet; KEGG, Kyoto Encyclopedia of Genes and Genomes; NES, normalized enrichment score; ALCDS, animal LCD score; TLCDS, total LCD score; VLCDS, vegetable LCD score.
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Figure S9. Statistical indirect effects of the vegetable LCD proteomic signature on the associations of the vegetable LCD score with CVD and CHD 
(a) CVD; (b) CHD. Analyses were adjusted for age, sex, BMI, TDI, fasting time, PA, total energy intake, smoking status, drinking status, ethnicity, education level, HBP, diabetes. CVD, cardiovascular disease; CHD, coronary heart disease; LCD, low-carbohydrate-diet; VLCDS, vegetable LCD score.
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Figure S10. Statistical indirect effects of individual proteins on the associations of the vegetable LCD score with CVD and CHD
CVD, cardiovascular disease; CHD, coronary heart disease; LCD, low-carbohydrate-diet
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Figure S11. Subgroup analyses of the associations between the total LCD score and major CVD events 
The HRs comparing the highest quartile with the lowest quartile were represented by the diamond and the 95% confidence intervals (95% CI) were represented by the error bars. The dashed lines represented HR = 1.0. The HRs (95% CIs) were adjusted for TDI, fasting time, total energy intake, ethnicity, education level.
BMI, body mass index; CVD, cardiovascular disease; CHD, coronary heart disease; Cl, confidence interval; HBP, hypertension; HR, hazard ratio; LCD, low-carbohydrate-diet. After applying the Benjamini-Hochberg false discovery rate correction, all interaction P were > 0.05.
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Figure S12. Subgroup analyses of the associations between the total LCD proteomic signature and major CVD events 
The HRs comparing the highest quartile with the lowest quartile were represented by the diamond and the 95% confidence intervals (95% CI) were represented by the error bars. The dashed lines represented HR = 1.0. The HRs (95% CIs) were adjusted for TDI, fasting time, total energy intake, ethnicity, education level.
BMI, body mass index; CVD, cardiovascular disease; CHD, coronary heart disease; Cl, confidence interval; HBP, hypertension; HR, hazard ratio; LCD, low-carbohydrate-diet. After applying the Benjamini-Hochberg false discovery rate correction, all interaction P were > 0.05.
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Figure S13. Subgroup analyses of the associations between the vegetable LCD score and major CVD events 
The HRs comparing the highest quartile with the lowest quartile were represented by the diamond and the 95% confidence intervals (95% CI) were represented by the error bars. The dashed lines represented HR = 1.0. The HRs (95% CIs) were adjusted for TDI, fasting time, total energy intake, ethnicity, education level.
BMI, body mass index; CVD, cardiovascular disease; CHD, coronary heart disease; Cl, confidence interval; HBP, hypertension; HR, hazard ratio; LCD, low-carbohydrate-diet. After applying the Benjamini-Hochberg false discovery rate correction, all interaction P were > 0.05.
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Figure S14. Subgroup analyses of the associations between the vegetable LCD proteomic signature and major CVD events 
The HRs comparing the highest quartile with the lowest quartile were represented by the diamond and the 95% confidence intervals (95% CI) were represented by the error bars. The dashed lines represented HR = 1.0. The HRs (95% CIs) were adjusted for TDI, fasting time, total energy intake, ethnicity, education level. NE indicates not estimable because no stroke events were observed among participants with diabetes.
BMI, body mass index; CVD, cardiovascular disease; CHD, coronary heart disease; Cl, confidence interval; HBP, hypertension; HR, hazard ratio; LCD, low-carbohydrate-diet. After applying the Benjamini-Hochberg false discovery rate correction, all interaction P were > 0.05.
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Figure S15. Subgroup analyses of the associations between the animal LCD score and major CVD events 
The HRs comparing the highest quartile with the lowest quartile were represented by the diamond and the 95% confidence intervals (95% CI) were represented by the error bars. The dashed lines represented HR = 1.0. The HRs (95% CIs) were adjusted for TDI, fasting time, total energy intake, ethnicity, education level.
BMI, body mass index; CVD, cardiovascular disease; CHD, coronary heart disease; Cl, confidence interval; HBP, hypertension; HR, hazard ratio; LCD, low-carbohydrate-diet. After applying the Benjamini-Hochberg false discovery rate correction, all interaction P were > 0.05.
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Figure S16. Subgroup analyses of the associations between the animal LCD proteomic signature and major CVD events 
The HRs comparing the highest quartile with the lowest quartile were represented by the diamond and the 95% confidence intervals (95% CI) were represented by the error bars. The dashed lines represented HR = 1.0. The HRs (95% CIs) were adjusted for TDI, fasting time, total energy intake, ethnicity, education level.
BMI, body mass index; CVD, cardiovascular disease; CHD, coronary heart disease; Cl, confidence interval; HBP, hypertension; HR, hazard ratio; LCD, low-carbohydrate-diet. After applying the Benjamini-Hochberg false discovery rate correction, all interaction P were > 0.05.
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