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Tab ‘Summary measure name Non-ordered  Relative Complex  Unweighted  Unit of measure v"“ n' e Interpretation Notation Notes.
dimension measure _measure
So that the result of D tends to be positive (making interpretation easier), the calculation
depends on the indicator type:
p1
incaualty, D measures the diference between the
01 Difference Ordered Absolute  Simple  Unweighted  Unit of indicator Zero most- and least-advantaged subgroup estimates. The estimate for subroup 2 var(D) = 0,2 + 0,2 1. tdentity the two subgroups, v, and ; (see notes).
P A .= standard error for subgroup 1 2. Subtract they, estimate from the y, estimate. subgrovp
i 0, = standard error for subgroup 2
The variable favourable_indicator identifies whether the indicator is favourable (1) or
adverse (01 See the lossarv for the definiton of &
For subgroups within an ordered dimension of So that the result of R tends to be greater than 1 (making interpretation easer, the
incqualtty, R measures the ratio between the most- and calcultion depends on the indcator type:
least-acvantaged subgroup estimates. R assumes only ¥:= estimate for subgroup 1
. B ordered Mbsolte  Smple Unmelgted  Nouni one positive values. The further the value of & from 1, the ¥, = estimate for subgroup 2 vl V8= (s (o) 9EEY he two subgroups, v, and v see notes) subgroup / subgroup
Higher the level of inequality. Note tht because ratiois o, =standard errorfor subgroup 1 2.Divide the y; estimate by the , estimae.
tshould a s group 2
logarithmic scale (for example, a ratio of 2 is equivalent . indicator (1)or
toarstioof05) adverse (0L, See th lossarv for the definiton of
1.5ort tothe
2c share of each
‘The larger the absolute value of ACI, the higher the = population share of subgroup j out of the 3. Calculate
levelof nequaiit themidpointof ket i . he
Absolute concentration index  Ordered Absolute Complex  Weighted Unit of indicator Zero concentration of the indicator among advantaged X;= relative rank of subgroup | ACI =5, p2X - 1)y, var(ACl) = 5, ploi(2% - 1) each subgroup (0. S‘Dcnsharey and suhlramng this from the cumulative e soried from ot
by v= group j population share.
of the indicator among disadvantaged subgroups. 6= standard error for subroup | 5. share of each by two times the
subgraup's elatve rank minus one, multipied by the subgroup estimate.
6. Calculate ACIasthe sum of resultsfrom step #5.
1 tothe
RCl i the relative version of ACI, dividing ACI by the 2. Calculate are of the
setting average and multiplying the result by 100 to = population share of subgroup ot of the 3. Galculate tal of
e it more casiy interpretable. The arger the totalpopulation & Gt the v ek f e gt by cosoing e midpaneof
BN i oo s e ot s oot o e ey e I R st
among advantaged subgroups, and negative values o= standard error for subgroup | 5. Calculte the population share of each subgroup multplied by two times the
indicate a concentration of the ndicator among weighted mean (stting average) subgroup's , multipled
disadvantaged subroups. 6. Calculate R 35 the sum of reultsfrom step #5 divided by the weighted
mean of the subgroup estimates,times 10.
1 tothe
2. Calculate hare of each the
3. Calculate totalof This measure in order. The
4 Calculate f each the midpoint of be sorted from tothe
each subgroup (0.5*popshare) and subtracting this from the cumulative
population share. Simplelinear regression assumes a inear relationship between the health indicator and the.
5. The healthindicator estimates are converted to 3 0- scale n preparation for  population ranking (which s not always the case) and can reult in estimated values outside
The scalingfactor O-Lscalefsbasedon  of a0-100% sinscrste using
i measures the difference in predicted values of an the maximum health indicator estimate. in o aweighted least
Indicator for the most-advantaged and most- 6. The health indicator estimates are transformed o log odds (.c.,a ogit squares (WLS) regression methodis used, witha ot transformation ofthe health ndictor
disadvantaged subgroups, obtained by fitting a  prcicted vlue of ndictoresimate t transformation) (see notes). Wih alogi raslormatn, h simatd e fomthe regesionmodel wilbe bounded
regression model. T lager the absolute value of i, 7.The s 1 (or 0-100%), e weighted (ogit
Sopeindexofiemuatty  Ordersd  Absolte  Complex  Welghted  Unitof ndiatr 20 e highr th evel of neauaiy. Pt value T et v of nstoretmate seenotes . The g reative rak s calclted 3 X, et o esmtes 4 o e 5ot o e vk of e
indicate that the level of the indicator is higher among. o= predicted value ofindicator 9:Theweihted (og transormed) el ndicatorstimate s calcated 35 subgoup and thevlus for e las-advanaged (kO an most achantged (ank 1)
advantaged subgroups, while negative values indicate ranko Yow, regression model,
hat thelevel ofthe indicator i higher among 10. The weighted health indicator (YW) i regressed against the o the original indicator scale.
disadvantaged subroups. the weighted rlative rank (XW), without a constant term. The predicted Iog
odds at the second  Note tha the Sl resuls may differ from those produced using more sophisticated modeling
beta cosffcient of the regression model). The predicted log odds at rank 1 (the  techniques with statisical software. I 95% confidence ntervals are required, upload th
most-advantaged) i equal to the sum of the ntercept (.. the second beta  dataset tothe Health Equity Assesssment ToolkitPlus (HEAT Plus) software (svailable at
coefficient) and the slope (i.e. the first beta coefficient). he toolkit) or use statistical software
11. Log odds are converted back to the indicator sale using the inverse logit Jage suich s Sata or R (codes avallable at wwwwwh
formls, multipled by the indicator saling factor resources/statisticl codes)
12. Calculate i the indicator estimates at ank 1 (v1)
and rank 0 (v0).
1 tothe
share of each
3. Calculate. of This measure. be gf in order. The
ac ofeach midgoint of be sorted from tothe
each subgroup (0.5*popshare) and subtracting this from the cumulative
population share. Simple inear regression assumes a inear relationship between the health indicator and the
5. The health indicator estimates are converted to a 0-1 scale in preparation for  population ranking (which is not always the case) and can result in estimated values outside
Ul messures the rato between the predicted values of The scaling factor -Lscalesbasedon  of 2 0-100% Using
sn indicator for the most-advantged and most- the maximum health indicator estimate. in aweighted least
disadvantaged subgroups, obtained by fitting a 6. The health indicator estimates are transformed to log odds (i.e., a logit squares (WLS) regression method is used, with a logit transformation of the health indicator.
regression model. The further the value of Ril from 1, - predicted value ofindicator estimate at transformation) (see notes). With a logit transformation, the estimated values from the regression model will be bounded
the higher the level of inequality. Values larger than 1 rank 1 7. 1 (or 0-100%), . The weighted (logit.
Relative index of inequality Ordered Relative Complex  Weighted No unit One indicate the level of the indicator is higher among Ril=vy /vy See notes 8. The weighted relative rank is calculated as X*W. transformed) are regressed ag: each
advantaged subgroups, and values lower than 1 indicate Vo predicted value of indicator estimate at 9. The weighted (logit transformed) health indicator estimate leulated subgroup the values for (rank 1)
the level of the indicator is higher among disadvantaged rank 0 yew. d from the regression model,
subgroups. Note that because Ril is a multiplicative 10. ( is regressed ag: d pr the original indicator scale.
measure, it should be reported on a logarithmic scale the weighted relative rank (XW), without a constant term. The predicted log
(for example, a value of 2 is equivalent to a value of 0.5). odds at rank 0 (the least-advantaged) is equal to the intercept (i.e. the second  Note that the Ril fror modelling
beta coefficient of the regression model). The predicted log odds at rank 1 (the  techniques with statistical software. M 95% confidence intervals are required, upload the
most-advantaged) is equal to the sum of the intercept (i.e. the second beta dataset m the Health Equity Assesssment Toolkit Plus (HEAT Plus) software (available at
coefficient) and the slope (i.e. the first beta coefficient). teclkn\) or use statistical software.
b o ok ot e i e nrs gt g R
formula, multplied by the indicator scaling factor resources/statistical codes).
12. Calculate Ril as the ratio between the indicator estimates at rank 1 (v1) and
rank O (v0).
For. 5, the group (y.. subgroup.
o e, (identified as having the largest subgroup_order value).
in absolute terms, that could be achieved if all Yiut = estimate for a reference subgroup 1. Identify the reference subgroup, y« (see notes). Fthe indicator is favourable favourable_indicator =1) and PAR has a negative value, PAR is
population subgroups had the same level of the weighted mean (setting average) var(PAR) = {| u{(PAF + 1.96 PAF.,) 2. Calculate It F the indicate ah ble_indicator =0) and PAR h it
GEAEMN Population attributable risk  Ordered Absolute  Complex  Weighted Uit of indicator zero indicator as the most-advantaged subgroup. PAR PAF = population attributable fraction PAR =y~ gy 3 Caleulate mewelsmed mean o he subgroup estmates eaualto zero. |fthe indicator s adverse (favourable.indicator =0) an B anoe
~ (PAF — 1.96 PAF,,)] | / (2*1.96)f value, PAR
assumes only positive values for favourable indicators PAF,. = standard error of population . 3. Calculate PAR a indicators.
and only negative values for adverse indicators. The attributable fraction and the we\gmed mean.
larger the absolute value, the higher the level of scale is req
nequality. identifies the scale of the indicator. See the glossary for the definition of indicator scale.
Yeet = estimate for a reference subgroup
For lity, PAF shows the 1= weighted mean (setting average] For , the 810Up (1) 5 d subgroup
ple not in the reference (identified as having the largest subgroup_order value).
potential improvement inthe average of an indicator, e e e
In elative terms, that could be sctieved Il b = number of people not in the reference 1. Udentifythe reference: Subzmuv' Yoalsze notes). If the indicator is favourable (favourable_indicator =1) and PAF has a negative value, PAF is
population subgroups had the same level of the 2 2. Calculate h
o ‘subgroup for whom the indicator was not var(PAF) = cN[ad(N - c) + bc’] equal to zero. If the indicator is adverse (favourable_indicator =0) and PAF has a positive
paf-1 Population attributable fraction Ordered Relative Complex  Weighted No unit Zero indicator as the most-advantaged subgrouy =100 * {y = W/1 3. Calculate the weighted mean of the subgwup esnmﬂes

assumes only positive values for favourable indicators
and only negative values for adverse indicators. The
larger the absolute value of PAF, the larger the level of
inequaliy.

achieved
\umber of people in the reference subgroup
for whom the indicator was achievet

d = number of people in the reference
subgroup for whom the indicator was not
achieved

Ja+cllc+a)

3. Calculate PAF as
and the weighted mean, divided by the we-gmea mean, times 100.

value, PAF
indicators.

r_scale the indicator.
definition of indicator scale.
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Summary measure name Non-ordered  Relative  Complex  Unweighted  Unit of measure Interpretation Notation Notes
imension measure _measure
T lecio of th o ubg s depends o e chractersisof e ey
the analysis and the s
! e estimate
For subgroups within an non-ordered dimension of v, = estimate for subgroup 1 / Lowest estimate
inequality, D measures the difference between the two Y, = estimate for subgroup 2 1, Identify the two subgroups, y; and y; (see notes). ! estimate
Non-ordered  Absolute Simple i Unit of indicator Zero % o D var(D) = 0, + 0,
Difference P Unweighted selected subgroup estimates. The larger the absolute , = standard error for subgroup 1 0)=0)"+ 7 2. Subtract the y, estimate from the y, estimate. i "
value of D, the higher the level of inequalty. 04 = standard error for subgroup 2
The var\ah\e]avoumb!e indicator identifies whether the indicator is favourable (1) or
adverse (0). S definition of
variable rPIwenLe qumuP «can optionally be used to identify a reference subgroup with
the
The selection of e e subgroups epends an he haracteritsof e mequay
dimension,the purpose of the analysis and the indicator type:
For subgroups within an ordered dimension of
inequality, R measures the ratio between two selected 12 = estimate for subgroup 1 /
subgroup estimates R assumes only positive values B / /
2= estimate for subgroup 2 . L . LIdentiy the two subgroups,v; and  (see notes).
Ratio Non-ordered  Absolute  Simple  Unweighted  Nounit one The further the value of R from 1, the higher the level v eroup o + ydyafioy v 8roups, v, and v ( ) | 7
o, = standard error for subgrovp 1 2.Divide the y, estimate by the v, estimte.
of inequaliy. Note that because rato is amuliplicative e oy oo
measure, it should be reported on a logarithmic scale 02 = standard eror for subgroup e_indicator (Dor
(for example, a ratio of 2 is equivalent to a ratio of 0.5). adverse (0). See the gl definition of The
il ‘subgroup can optionally b used o dentiy  eference subgroup with
the
MM can be calcted 5 am welghed o weighed messre. For the unweighed verson
e shareof esch )l sbgrops v wegted cusly e subgroups
OM shows the mean difference between each number of subgroups 2. Calculate the weighted mean of the subgroup estimates. are welghted according to thelr population share.
Weighted / <uberoup and the setting average. It has only positive ; = estimate for subgroup j MDMU =1/n * 3|y~ 3. Calculate MDMU as the absolute difference between each estimate and the inten the X
Mean difference frommean  Non-ordered  Absolute  Complex ® Unit of indicator zero rowe. 8 vere e weighted mean (setting average) See notes weighted mean, and then sum the results and divide by the total number of
unweighted values, with arger values indicating igher levels of o o el s of the MO =55y 41 bt methodology. I 95% confidence Itervals are required, upload the dataset o the Health
inequalit - ) " e =2hn= T
auality total population 4. Calculate MDMW as the absolute difference between each estimate and the Equity Assesssmenl oolkit lus (HEAT Plus) software (avallable at
Soolit)or e sl soture
welghted mean, mutiplied by the population share, and then sum the results
e s R
codes).
MDB can be calculated 25 an unwelghted or welghted measure. For the unweighted version
(MDBU) equall. groups
1. Identiy the best-performing subgroup estimate, . Thisis the highest welghted according o their population share.
for
number o subgroups adverse indicators. U the variabl ble_indicator to favourable
estimate for subgroup idito s avourble () or adverse 0. indicatos o the subgroup with th owest sstimate for adverse mdicators. The variable
MDB shows the mean difference between each
Mean differ from best- Weighted / by d the best-perf bg It h Yro lighest subgroup estimate for favourable MDBU = 1/n * 51, = Yoall 2. Calculate hare of the favourable_indicator indicator is favourable (1) or adverse (0). See the
P:r::m' E’::;:m':: st Non-ordered  Absolute Complex u":‘i‘g:md Unit of indicator Zero 2‘:”5"’"”" © “w:‘: orming subgroup. It has indicators or lowest subgroup estimate for See notes 3. c,\mmg MDBU the gl definition of
ot nequalty, e MDBW = 59,1y, = youl ., and then d divide by the
= population share of subgroup  out o the total number of subgroups. this they require a simulation
total population 4. Calculate MDBW as the absolute diference between each estimate and the  methodology. If95% confidence intervals are required, upload the dataset to the Health
d Equity. Assesssmenl Toolkit Plus (HEAT Plus) software (available at
then sum the results, Soolit)or e sl soture
e s R
codes).
1 ety the best-performing ubgroup esimate, o This s the hghest O bl s e ot e, o e vrion
MDRU) v
for
weighted share.
adverse indicators. Use the variable reference_subgroup to identify a reference """
number o subgroups subgroup with the value 1.
o I MO hows e men difrece bebween sch imate for subgrosp R subgroup roreof each e The variable reference_subgroup is used to dentify areference subgroup with the value 1,
lean difference from a Non-ordered  Absolute  Complex  \VelENte: Unit of indicator Zero s See notes 3. Calculate MDRU as the absolute difference between each estimate and the
reference subgroup P unweighted only positive values, with larger values indicating higher intervals. asimulation
et P septon st of grcp] ot of e MORW = 5p Y.l rfrenesubgroup esimat, and honsumtheresuls nd e by thtta 1000 e et
total population number of subgroups. Equit msssmzn Toolkit Plus (HEAT Plus) software (available at
4. Calculate MDBW as the absolute diference between each estimate and the 11"  Toolit Pl ) e st software
reference subgroup estimate, mutiplied by the population share, and then sum  “#h0nt/data/inequalty-monitor/asse o
the results. P
1DIS can be calculated 25 an unweighted or weighted measure. For the unweighted version
e share of each (0isu) weighted equally. For the weighted version (IDISW) subgroups are
2. Caleulate the weighted mean of the subroup estimates. weighted according to their population share.
DI s the relaive version of MDWM, dividing MOM = number of subgroups
IS I the relative version of , dividing by Broup: P 3. Calculate IDISU astheahsn\utedﬂerenoebetweeneatheshmaleand the
the setting average and multiplying the result by 100 to y, = estimate for subgroup j IDISU = 100 * (1/n * 51y, - u)/u
Weighted / . weighted men, and then sum the resul v number of intervals i
Index of disparity Non-ordered  Relative Complex No unit Zero make it mcveeaslly interpretable. It has only positive weighted mean (setting average) See notes
unweighted e o e ofthe orsw= 100 (37,11 subgroups. Multiply the result by 100, methodology. I 5% confidence ntervals are requied, upload the datase tothe Health
. P Broup Pl =/ 4. Calculate IDISW as the absolute difference between each estimate and the  Equity Assesssmenlmo\km Plus (HEAT Plus) software (available at
inequality. total population
welghted mean, mutiplied by the population share, and then sum the results toolkit) or use statstcalsoftware.
Multiply the resuit by 100. age such R (codes avalab
codes).
;= population share of subgroup jout of the. share of each
total population var(BGV) = 45, p o (v, Sp)" z ca\:u\ate the weighted mean of the subgroup estimates.
86V has only positive values, with arger val R 86V tier weight
Between-group variance Nonordered  Absolute  Complex  Weighted  Squared unitof ndicator  Zero GV has only positive values, with lrger values ¥,= estimate for subgroup | 86V=3py— +25pia (3 'a) 3 mean from each d square these ° o outle eight
indicating higher levels of inequly. further from the setting average.
weighted mean (setting average) (50 -p)0] diferences.
standard error for subgroup | 4. Calculate BGV a5 the sum of the results from step #3
ST RS e st o B0, eprtd 1 of e o
be more easiy v and willnot
P, = population share of subgroup j out of the 1. Caleulate hare of each are further from the ”“‘"g“‘”‘se
BGSD s caleulated s the square root of 2. aleulate the weighted mean of the subgroup estimates.
Be up standard " interval imulation
ween-group standar Nomordered  Absolute  Complex  Weighted  Unit ofindicator zer0 variance (BGV). It has only positive values, with larger 1= estimate for subgroup | 86D = V(5 ;- ] Seenotes 3 mean from each these o Bruinie
deviation LU methodology. I 5% confidence ntervals are required, upload the dataset tothe Health
values indicating higher levels of inequaty. weighted mean (setting average) differences. Equity. Assesssmenl Toolkit Plus (HEAT Plus) software (available at.
= number of subgroups. 4. Calculate BGSD as the square root of the sum of the esults from step #3.
ki) or use statisica software
Jage such R (codes avalab
codes).
cov relative terms, by
1. Galcul hare of each
the setting average and multiplying the result by 100 tc total population uire a simulati
N o Rl \ N 2 T . . . 3 mean from each Ihese mesholopy.# 554 onenee el e o 1 st 1 7 e
Coefficient of variation or-ordere: elative Complex. - Weighted fountt ere " v = ! €OV =100 * VI Py~ W1/ Seenotes differences. Equity. Assesssmenl Toolkit Plus (HEAT Plus) software (available at
values, vith f ver
i o Howeigted e aversge) 4. Calculate COV a5 the square root of the sum of the results from step #3, toolkit) or use statstcal software.
- = number of subgroups divided by the weighted mean, times 100. nﬂtkage h R he
codes)
1. Replace any estimates equal to zero with a very small number (0.000001) to
1= population shar of subgroup  ut of the vl sues o calatig the logof e
total population aleutal share of eac!
T cgreses nequlty a3 unction of how the D o mesch b . Cacate the welghtetmean of thesubgroup ctmates
subgroup's share of the health indicator compares to iy var(Th) = {3p/"0((1 + In(i)) 4. Calculate the share of the indicator in pby I (by the use of the
Nonordered  Relatve  Complex No unit zer0 i e T1=1000* 5pilint
TheilIndex plex - Weighted their share of the population. The larger the absolute qualtoheestimte or subgroun hiced by Zelilintt) — (S + I/ W of each subgroup by the weighted mean. logarithm).
value of TI, the greater the level of inequality. andard rror for sub 5. Multiply the share of the indicator in each subgroup by the natural logarithm
9= sandard error for subgroup | (Iog) of the share of the indicator in each subgroup and the population shre.
1= weighted mean (setting average) 6. Calculate Tl as the sum of the results from step #5, multiplied by 1000 for
casier interpretation.
1. Replace any estimates equal to zero with a very small number (0.000001) to
;= population share of subgroup jout of the v sues n colculating the logofere
total population share of eac!
D o mesch b . Calcte the welghtetmean of thesubgroup etmates
The larger the absolute value of MLD, the higher the. g o ;4 Calculate the share of the indicator in pby MUD s to the use of the
nl Nonordered  Relative  Complex No unit 2er0 i roup | divi 1000* 5pIn( var(MLD) = 5lp7 )/ * 12 - (/6
Mean log deviation plex  Weighted Pty equal o the estimate for subgroup | divided by SplHnG)] (ML) = 5lp]a ]+ (L= (/T o e TS weighted mean. proideliy

u
= standard error for subgroup |
= weighted mean (setting average]

5. Multiply the negative natural logarithm (log) of the share of the indicator in
each subgroup by the population share.

6. Calculate MLD as the sum of the results from step #5, multiplied by 1000 for
easier interpretation.
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Ordered/  Absolute/  Simple/  Welghted / Valweofno
Summarymeasurename  Nonordered Relatve  Complex  Unweighted  Unitof measure Yoo ntrprtaton Notation Notes
limension imeasure _measure a
or ,the 3 the highest
For non-ordered dimensions of inequality, PAR shows estimate for o group adverse
e ot mprovement i Ahe sverage of an indicators. The variable favourable_indicator identifes whether the indicator Isfavourable
indicator, in absolute terms, that could be achieved if all stimate for a reference subgroup 1. Identify the reference subgroup, v, (see notes). (1) or adverse (0] See the g} v efinition of
population sogroups had the same levl of the welghted mean (seting average) oA~ ((PAF + 196 par,) 2 Calciate are of ;
Population atrbutablerisc  Norvordered  Absolute  Complex  wWeighted Uit of indicator zer0 indicaor as he subgroup with the bes estmate. PAR PAF - population attibutabl fraction PAR= Y- {PAR =110 ) 3 Caleulatethe weighted mean o th subgroup estmtes. 1fthe indicator i favourable favourable_indicator =1) and PAR has  negative value, PAR s
b ol o - GAE- L6 paR | f2nsey 2 S e equa o zero. I the indicator i adverse Uavourable_indicator =0) and PAR has aposiive
assumes only indicators . cuate PAR a5
oy negae vt o v s e s cton e s men e AR sl 01
larger the absolute value, the higher the level of ndi
incquai
aualy. The variable indicator_scale identifies the scale of the indicator. See the glossary for the
defintion ofndicator sl
o estimate fora reerence subgroun . ™ P
weighted mean settng average) o e
For non-ordered dimensions of ineauality, PAF shows number of people not i the reference e . et
e oentamprovamet h v of Strou o whem e ot s evered ideson, el otk s
indicator, in relative terms, that could be achieved if all = number of people not i the referer 1. Identify the reference subgroup, y,. (see notes). 8
population subgroups had the same level of the subgroup forwhom the ndicator was not § share of each
var(PAR) = NN -] + b . indicator=1) ant PAF has a ngative value, PAF is
Population attributable fraction Non-ordered  Relatve  Complex  Weighted  Nounit zero indicator as the subgroup with the best estimate. PAF achieved 100 (-l L lad p I+b1 3 Calculate the welghted mean of the subgroup estimates. Ifthe ndiator s ovourabie (v Ih" o=ty ond TAF—Zw pegatve value, AT
e i pod s o futol ot e o el e eerencesbgaup fsPterr 3 Clcdmarar s e Sl el e st cherse Uovnrile. o] and P s i
and only negative values for adverse indicators. The for whom the indicator was achieved and the weighted mean, divided by the weighted mean, times 100. mdlu’tm&
lorger the absolute value of PAF, the arger the levelof number of people nthe eference
nequaty. subgroup for whom the ndicator was not e S

achieved
N = total number of peoole fa + b+ c +d)

definition of indicator scale.




