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FIG S1 Dendrograms of wide-type, SCVs and revertants evaluated by MLVA and PFGE. The PFGE dendrogram was generated using the Dice coefﬁcient (optimization 1.5% and position tolerance 1.5%) and unweighted-pair group method with arithmetic averages algorithm (UPGMA) algorithm. The MLVA dendrogram was generated using the categorical coefficient and UPGMA algorithm. “ST2, ST3, ST5, ST6, ST7, ST8 and STTR10” in the figure mean alleles of VNTR loci and the actual number of repeats at each locus is presented.
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FIG S2 Representative data on transmission electron microscopy analysis of strain morphology and the number of flagella. Different letters on the error bars are significantly different (P < 0.05).
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FIG S3 Ability of biofilm formation of revertants and WT strain. “5V1, 5V2, 5V3, 5V4, 4V1, 4V2, 4V3 and 4V4” in the figure represent the strain of revertants. Data are presented as mean ± SD. Different letters on the error bars indicate statistically significant differences between strains in each group based on ANOVA (P < 0.05).
