Supplementary Table 1 Software and database information for bioinformatics analysis
	Software and database
	Version
	Website

	fastp
	v0.21.0
	https://github.com/OpenGene/fastp

	FastQC
	v0.11.8
	https://github.com/s-andrews/FastQC

	unicycler
	v0.4.8
	https://github.com/rrwick/Unicycler

	Samtools
	v1.12
	https://github.com/samtools/samtools

	Checkm
	v1.1.3
	https://github.com/Ecogenomics/CheckM

	Prodigal
	v2.6.3
	https://github.com/hyattpd/Prodigal

	BIGSdb
	/
	https://bigsdb.pasteur.fr/cgi-bin/bigsdb/bigsdb.pl?db=pubmlst_klebsiella_seqdef

	Kleborate
	v0.3.0
	https://github.com/katholt/Kleborate

	Kaptive
	v2.0.1
	https://kaptive-web.erc.monash.edu/

	VFDB
	/
	http://www.mgc.ac.cn/cgi-bin/VFs/v5/main.cgi

	CARD
	/
	https://card.mcmaster.ca/analyze

	PlasmidFinder
	v2.1
	https://cge.food.dtu.dk/services/PlasmidFinder/

	BacWGSTdb
	v2.0
	http://bacdb.cn/BacWGSTdb/

	SNP-dist
	v0.8.2
	https://github.com/tseemann/snp-dists

	Snippy
	v3.0
	http://github.com/tseemann/snippy

	PROVEAN
	/
	http://provean.jcvi.org/index.php

	ISfinder
	/
	https://www-is.biotoul.fr


