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	Primer sequence
（5’-3’）

	rmpA-F
	GAGTAGTTAATAAATCAATAGCAAT

	rmpA-R
	CAGTAGGCATTGCAGCA

	rmpA2-F
	GTGCAATAAGGATGTTACATTA

	rmpA2-R
	GGATGCCCTCCTCCTG

	iucA-F
	AATCAATGGCTATTCCCGCTG

	iucA-R
	CGCTTCACTTCTTTCACTGACAGG

	iutA-F
	GGGAAAGGCTTCTCTGCCAT

	iutA-R
	TTATTCGCCACCACGCTCTT

	peg344-F
	CTTGAAACTATCCCTCCAGTC

	peg344-R
	CCAGCGAAAGAATAACCCC

	wcaG-F
	GGTTGGKTCAGCAATCG

	wcaG-R
	ACTATTCCGCCAACTTTTCGC

	silS-F
	CATAGCAAACCTTCCAGGC

	silS-R
	ATCGGCAGAGAAATTGGC

	terW-F
	ACTATTCCGCCAACTTTTCGC

	terW-R
	CTCATTCTCTTGAGTGTTTC

	allS-F
	CATTACGCACCTTTGTCAGC

	allS-R
	GAATGTGTCGGCGATCAGCTT

	aerobactin-F
	GCATAGGCGGATACGAACAT

	aerobactin-R
	CACAGGGCAATTGCTTACC

	KPC-F
	GCTACACCTAGCTCCACCTTC

	KPC-R
	ACAGTGGTTGGTAATCCATGC

	NDM-F
	GGGCAGTCGCTTCCAACGGT

	NDM-R
	GTAGTGCTCAGTGTCGGCAT

	OXA-48-F
	CGCATCTTGTTGTCCAAGTG

	OXA-48-R
	TCGAGCATCAGCATTTTGTC

	IMP-F
	ATGGTTTGGTGGTTCTTG

	IMP-R
	TAATTTGGCGGACTTTGG

	VIM-F
	TCCGACAGTCAGCGAAAT

	VIM-R
	GCAGCACCAGGATAGAAGA

	pmrB-F
	TTTCACGACTGCAAAGCGAA

	pmrB-R
	GTCAGATTGAGGCGGGAAAC

	16s rRNA-F
	CTACACCCGCATTCCACCACAC

	16s rRNA-R
	GCAAATTCGGCTAACAACGCTTCC




