Table S1.  Primers for amplification of survivin promoter region
	  Construct                     Forward Prime (5’- to 3’)                   Reverse Prime (5’- to 3’)  

	V1(-1935/+170)   CCCAAGCTTTTCCTTTCCTCCCTCCTGA         CCGCTCGAGTTCAAATCTGGCGGTTAATG 
V2(-1589/+170)   CCCAAGCTTTAGGGGAGAGAAAGTAGGTT      CCGCTCGAGTTCAAATCTGGCGGTTAATG  
V3(-1045/+170)   CCCAAGCTTAAGAATGGGGGCGGGGTGG       CCGCTCGAGTTCAAATCTGGCGGTTAATG
V4(-516/+170)    CCCAAGCTTTTTTAGACTGAGTTTTGCTCTT     CCGCTCGAGTTCAAATCTGGCGGTTAATG 
V5(-218/+170)    CCCAAGCTTTGTATTTTTAGTAGAGACAAGG    CCGCTCGAGTTCAAATCTGGCGGTTAATG  
[bookmark: OLE_LINK1][bookmark: OLE_LINK2]V6(-1935/-359)   CCCAAGCTTTTCCTTTCCTCCCTCCTGA          CCGCTCGAGGGCTGAGGCAGGAGAATCG         
V7(-1935/-1045)  CCCAAGCTTTTCCTTTCCTCCCTCCTGA          CCGCTCGAGATTTGAAACTGAGTCTCGC 

	





















Table S2.  Primers for mutation in survivin promoter
	Construct                                Primer sequences (5’-3’)

	TCF4 (A) MT

Sp1 (B) MT

KLF5 (C) MT

Sp1 (D) MT

C-myc (E) MT

Sp1 (F) MT

Sp1 (G) MT

Sp1 (H) MT

Sp1 (I) MT

Sp1 (J) MT
	F:  CGGCCTGCACGCGTTCGACGAAAGCAGTCGAG
R:  CCCCCTCGACTGCTTTCGTCGAACGCGTGCAG
F:  AGGGGGCGCTAGGTGTTATCAGGGACGAGCT
R:  GCGCCAGCTCGTCCCTGATAACACCTAGCGC
F:  TGGCGCGGCGTCGCTAATAGCACCGCGACCA
R:  GCCCGTGGTCGCGGTGCTATTAGCGACGCCGC
F:  CACCGCGACCACGGTACGAGCCACGCGGCGG
R:  CCTCCCGCCGCGTGGCTCGTACCGTGGTCGC
F:  ACGGGCAGAGCCGGACGGCGGGAGGACTAC
R:  GTAGTCCTCCCGCCGTCCGGCTCTGCCCGT
F:  ACGGGCAGAGCCACGCATTGGGAGGACTAC
R:  GTAGTCCTCCCAATGCGTGGCTCTGCCCGT
F:  GGAGGACTACAACTCCCTAGACACCCCGCG
R:  CGCGGGGTGTCTAGGGAGTTGTAGTCCTCC
F:  ACACCCCGCGCCGTTAAGCCTCTACTCCCA
R:  TGGGAGTAGAGGCTTAACGGCGCGGGGTGT
F:  GGGGGTGGACCATATAAGAGGGCGTGCGCT
R:  AGCGCACGCCCTCTTATATGGTCCACCCCC
F:  CGCCTAAGAGGGACAGCGCTCCCGACATGC
R:  GCATGTCGGGAGCGCTGTCCCTCTTAGGCG






Table S3.  Chip Primers and qPCR Primers
	Name                   Forward Prime (5’- to 3’)                Reverse Prime (5’- to 3’)

	Primers for ChIP
Binding region
	

AGCGCACGCCCTCTTAGGCG
GGGGGCAACGTCGGGGCACC

ACCGGATCGCATTCGGATTATC
CCGGCTACGATCGCAGTCCAG

AAGTCTGGCTCGTTCTCAGTG
CCGTATATGTCTACACACAGATG
TGTTCGCCTCTTGACATTCTC
TCGCTCCTGGAAGATGGTGAT

	-218/-15  C-myc
-117/+89  Sp1
Distal region
-2783/-2634 C-myc
-2783/-2634 Sp1
Primers for qPCR
Survivin
Sp1
C-myc  
GAPDH
	GCCGGACGTGCGCAAGAAAC
GGTGCGCCGCCCTCCTGATG

CGTACCGCTACAGGCCTCCA
CCGCATGCGGATACCATTCCG

CACCGCATCTCTACATTCAAGA
AAGAAATGACCTTAGGAACATAC
CCTCCACTCGGAAGGACTATC
AACGGATTTGGTCGTATTGGG
	




