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Table AF4.1: miRNA-mRNA interactions validated in human cellular contexts
	MicroRNA
	Gene
	Figure 2 panel
	Comments
	Reference(s)

	let-7b-5p
	LIN28B
	A
	interaction: mutual repression important for melanoma phenotype switching
	
(Zhang et al 2015b)

	miR-30b-5p
	RUNX2
	B
	gene: implicated in melanoma invasiveness

interaction: shown in smooth muscle differentiation
	(Boregowda et al 2014)


(Balderman et al 2012)

	miR-30b-5p
	SERPINE1 (PAI1)
	C
	gene: implicated in melanoma invasiveness

interaction: shown in gastric cancer
	(Hoek et al 2008; Klein et al 2012)

(Zhu et al 2014)

	miR-125b-5p
	IRF4 (MUM1)
	D
	gene: target/co-factor for MITF, polymorphisms associated with pigmentation changes

interaction: influences myeloma cellular differentiation and survival
	(Duffy et al 2010; Praetorius et al 2013)



(Gururajan et al 2010)

	miR-211-5p
	TGFBR2
	E
	
interaction: modulates TGF-β driven EMP
	(Levy et al 2010)
(Moustakas and Heldin 2014)

	miR-29b
	CDK6
	F
	interaction: downstream effector of IFNγ-induced STAT1 signalling; a subset of melanomas have higher miR-29a/b levels
	
(Schmitt et al 2012)

	miR-29b
	COL4A1
	G
	interaction: not shown in melanoma
	(Plaisier et al 2012; Steele et al 2010)

	miR-29b
	PDGFC
	H
	interaction: not shown in melanoma
	(Chou et al 2013)





Table AF4.2: Novel putative miRNA-mRNA interactions of relevance to melanoma EMP behaviours and/or invasiveness.
	MicroRNA
	Gene Symbol
	Fig. 2 panel
	Gene functions
	Reference(s)

	miR-500a-3p
	AXL
	I
	
breast cancer EMP

high expression in melanoma associated with:
- drug resistance;
- EMP and resistance to checkpoint inhibitor immunotherapy;
- high motility and invasive potential and lower MITF expression
	(Asiedu et al 2014; Gjerdrum et al 2010)


 
(Muller et al 2014)
 
(Hugo et al 2016)

(Sensi et al 2011)

	miR-30b-5p
	FOXD1
	J
	Forkhead box transcription factors implicated in EMP;

FOXD1 primarily studied in kidney development and healing
	(Chaffer et al 2007)


(Gomez and Duffield 2014)

	miR-185-5p
	NRP1
	K
	implicated in EMP for numerous cancers


neural crest delamination and migration processes that are recapitulated by invasive melanoma
	(Adham et al 2014; Chu et al 2014; Glinka et al 2012)

(Theveneau and Mayor 2012)
(Bailey et al 2012; Ruffini et al 2013).

	miR-146a-5p
miR-211-5p
	TCF4
	L

M
	central to EMP, complexes with β-catenin

implicated in melanoma phenotype switching
	(Hugo et al 2007)


(Eichhoff et al 2011)

	miR-125b-1-3p
	HPS4
	N
	melanosome formation;

suppression observed in WNT5A/PKC-mediated EMT in melanoma
	(Suzuki et al 2002)

(Dissanayake et al 2007)

	let-7e-5p
	CAPN3
	O
	pro-apoptotic in melanoma

downregulated during HIF1α-dependent phenotype switching in hypoxia (partly mediated via HIF1α targeting of MITF)
	(Moretti et al 2009)


(Widmer et al 2013)

	miR-125b-5p
	GYG2
	P
	upregulated in metastases and some primary tumours of colorectal  and gastric cancers
	(Kleivi et al 2007)
(Zhang et al 2015a)

	miR-199b-5p
	MBP
	Q
	substrate of PAK1 acting downstream of CDC42 and RAC; induction associated with trans-differentiation of melanoma to a glial cell phenotype
	
(Slutsky et al 2003)
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