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FigureS1. The correlations of mutation numbers between panel sequencing
andWES in three cohorts.

(A)TCGA-LUAD, (B)TCGA-LUSC, (C)Geneplus.

Abbreviations: TCGA, The Cancer Genome Atlas; LUAD, lung adenocarcinoma;

LUSC, lung squamous cell carcinoma; WES, wholeexome sequencing



