Table 1. The primer sequences included in this study.
	Gene
	
	Primer sequences (5’-3’)

	TLK1
	Forward
	ACGTGGCCACAAAATTAGCG

	
	Reverse
	GGAGAAGGGCTATTCGGTCG

	circTLK1
	Forward
	CAGTCAATGGAGCAGAGAA

	
	Reverse
	CCATTCTTGTTGCCTTTTTG

	hsa_circ_0003731
	Forward
	TCTGATGAAAAGGTTGCCTA

	
	Reverse
	TTACTTTCCACAACTATTATC

	hsa_circ_0004087
	Forward
	GAGAGGCACTTTGGAAATGG

	
	Reverse
	CTACAATCCTTTCAACCGAGC

	hsa_circ_0005239
	Forward
	GGCAGTCAGCGTAGTTTTCC

	
	Reverse
	GAATCACGCTACACTGGCGG

	hsa_circ_0003271
	Forward
	﻿CAATGGGGACTACTACCGCC

	
	Reverse
	﻿CGTGCAGATGGCAACACATC

	hsa_circ_0005081
	Forward
	TGGTGTTCAACTGCTACTGCG

	
	Reverse
	TCGGGTCACAGCCATACTCC

	miR-136-5p
	Forward
	﻿ACTCCATTTGTTTTGATGATGGA

	miR-421
	Forward
	﻿ATCAACAGACATTAATTGGGCGC

	miR-659
	Forward
	CTTGGTTCAGGGAGGGT

	miR-660-5p
	Forward
	AGTACCCATTGCATATCGGA

	miR-944
	Forward
	CGCAGAAATTATTGTACATCGGAT

	CBX4
	Forward
	CCTTCCAGAACAGGGAACGG

	
	Reverse
	TCAGGACATTGGAACGACGG

	VEGFA
	Forward
	GCAGAATCATCACGAAGTGG

	
	Reverse
	GCATGGTGATGTTGGACTCC

	GAPDH
	Forward
	GAAAGCCTGCCGGTGACTAA

	
	Reverse
	GCGCCCAATACGACCAAATC

	U6
	Forward
	CTCGCTTCGGCAGCACA

	
	Reverse
	AACGCTTCACGAATTTGCGT






