
a

S
iM

IT
F

S
iC

tl

A
d

 C
tl

A
d

 M
IT

F

ITGBL1

ERK2

MITF

c

55

72

42

55

55

72

42

55

MITF IPRES

Gene Log FC P-value Log FC P-value

INHBA 4,3198 5,99E-09 2,6198 1,48E-02

FBLN1 1,3935 7,17E-06 2,5892 2,20E-03

COL12A1 2,4904 8,14E-06 2,3880 4,64E-02

PXDN 5,7379 2,84E-12 1,7923 5,18E-03

COL6A1 2,2295 4,17E-07 1,7475 1,95E-02

VCAN 3,7303 3,03E-06 1,7074 1,29E-02

COL6A2 3,3997 4,45E-09 1,6218 1,48E-02

FBN2 3,2584 4,63E-07 1,5996 3,72E-03

F3 2,4917 9,32E-07 1,5700 5,18E-03

OLFML2B 2,2038 7,72E-06 1,5142 1,95E-02

IGFBP6 3,7212 9,47E-09 1,4760 4,64E-02

ESM1 2,8882 8,98E-06 1,4639 4,13E-02

ITGBL1 3,1480 1,50E-05 1,4087 4,13E-02

SERPINE1 4,7582 8,27E-09 1,3778 2,53E-02

LOXL2 3,0618 1,23E-08 1,3461 2,22E-02

STC2 3,6063 1,63E-06 1,2594 1,26E-03

VEGFC 4,5247 1,91E-08 1,2444 1,12E-02

b

D
e

a
d

 c
e

ll
s

/f
ie

ld

0

2 0 0

4 0 0

6 0 0

8 0 0

*

**
***

d

Mock +       - +        - +       -

ITGBL1     - +       - +       - +

No PBMC PBMC
Activated

PBMC

e

D
M

E
M

C
M

 C
tl

C
M

 I
T

G
B

L
1

C
M

 I
T

G
B

L
1
/I

P

D
e

a
d

 c
e

ll
s

/f
ie

ld

0

2 0 0

4 0 0

6 0 0

8 0 0

1 0 0 0

*
*

Activated

PBMC

Sup Figure 1



Sup figure 2

M IT F R U N X 2

0

1

2

3

2 0

2 4

2 8 s iC t l

s iM I T F

a d  C T

a d  M I T F MITF

RUNX2

s
iM

IT
F

1

s
iC

tl

s
iM

IT
F

2

A
d

 C
tl

A
d

 M
IT

F

ERK2

dc

55

72

42

55

b

MIT
F

MITF

Ctl

e

m
R

N
A

 
f
o

l
d

 
c

h
a

n
g

e
 
(
l
o

g
2

)

G Z M B I F N 

0 . 0

0 . 5

1 . 0

1 . 5

2 . 0

r I T G B L 1 - -+ +

R e s t i n g

A c t i v a t e d
***

*** *** ***
a

v
e

h
ic

u
le

5
u

M
 V

it
D

3

ACTIN

RUNX2

ITGBL1

0

1 0

2 0

3 0

4 0

%
 o

f
 d

a
p

i 
p

o
s

it
iv

e
 c

e
ll

s

* *

*

f

Vit D3 - +      - +       - +

NK 1/1 - - +      +       - -

NK 1/5 - - - - +       +

fo
ld

 o
f 

in
c

re
a

s
e

42

55

55

low high

RUNX2

low high

RUNX2

M
IT

F

IT
G

B
L

1

7.5

10

12,5

15

0

3

6

9

12 0.00029<2.2e-16



I F N g G Z M B

0 . 0

0 . 5

1 . 0

1 . 5

r
e

l
a

t
i
v

e
 
q

u
a

n
t
i
f
i
c

a
t
i
o

n

i
n

 
f
o

l
d

 
c

h
a

n
g

e

C t l

I t g b l 1* *

a b

r
e

l
a

t
i
v

e
 
q

u
a

n
t
i
f
i
c

a
t
i
o

n

i
n

 
f
o

l
d

 
c

h
a

n
g

e

C t l I T G B L 1  

0 . 0

0 . 5

1 . 0

1 . 5

IFNγ

r
e

l
a

t
i
v

e
 
q

u
a

n
t
i
f
i
c

a
t
i
o

n

i
n

 
f
o

l
d

 
c

h
a

n
g

e

C t l I T G B L 1  

0 . 0

0 . 5

1 . 0

1 . 5

GZMB

**

Sup Figure 3



Sup Figure 4

0

2 5

5 0

%
 o

f
 m

e
la

n
o

m
a

 d
e

a
t
h

NK 1/1             - +           - - +          -

NK 1/5 - - +           - - +

**

*

**
**

Ctl ITGBL1

D
e

a
d

 c
e

ll
s

/f
ie

ld

0

1 0 0 0

2 0 0 0

3 0 0 0

rITGBL1 - - +     

Activted

b
****

a



0

2 0 0

4 0 0

6 0 0

D
e

a
d

 
c

e
l
l
s

/
f

i
e

l
d

*

* *

N K  1 / 1

N K  1 / 5

- - - -

- - - -

+ +

+ +

C-12-98

0

2 0 0

4 0 0

6 0 0

8 0 0

D
e

a
d

 
c

e
l
l
s

/
f

ie
ld

N S

* *

N K  1 / 1

N K  1 / 5

- - - -

- - - -

+ +

+ +

A375 

0

2 0 0

4 0 0

6 0 0

8 0 0

D
e

a
d

 
c

e
l
l
s

/
f

ie
ld *

*

N K  1 / 1

N K  1 / 5

- - - -

- - - -

+ +

+ +

Hek293T 

0

5 0 0

1 0 0 0

1 5 0 0

D
e

a
d

 
c

e
l
l
s

/
f

ie
ld

* *

N K  1 / 5 + +

MHN C-13-08

0

5 0

1 0 0

1 5 0

2 0 0

D
e

a
d

 
c

e
l
l
s

/
f

ie
ld

*

* *

N K  1 / 1

N K  1 / 5

- - - -

- - - -

+ +

+ +

ITGBL1

MITF

ACTIN

RUNX2

Sup Figure 5

si
C

tl

si
M

IT
F

si
C

tl

si
M

IT
F

A
d

 C
tl

A
d

 M
IT

F

C
tl

M
IT

F

si
C

tl

si
M

IT
F

55

72

42

55

55

55

72

42

55

55

55

72

42

55

55

55

72

42

55

55

55

72

42

55

55



0

10000000

20000000

30000000

40000000

50000000

60000000

70000000

501Mel

ITGBL1

MITF

RUNX2

0

5000000

10000000

15000000

20000000
A375

ACTIN0

1 0

2 0

3 0

4 0

5 0

%
 o

f 
d

a
p

i 
p

o
s

it
iv

e
 c

e
ll

s *

W N T - + - +

N K - - ++

C
tl W

N
T

C
tl

W
n

t3
a

U
n

t

C
tl

W
n

t3
a

U
n

t

Sup Figure 6

a

R
e
la

ti
v
e

 l
u

c
if

e
rs

e
a

c
ti

v
it

y

x
1

0
6

R
e
la

ti
v
e

 l
u

c
if

e
rs

e
a

c
ti

v
it

y

x
1

0
6

A375b

55

72

42

55

55

0

10

20

30

40

50

60

70

0

10

20

5

15


