1. Primer sequences for RT-PCR (5’-3’)
[bookmark: _Hlk52550816]SYVN1 (HRD1)
[bookmark: _Hlk52545777]Forward: TGCGTAACATCCACACACTG
Reverse: AGGCTAAACCTTCTGCCTTCA
[bookmark: _Hlk52553115]VIM (Vimentin)
[bookmark: _Hlk52545847]Forward: AATGCTTCTCTGGCACGTCT 
Reverse: TCTTCCATCTCACGCATCTG
[bookmark: _Hlk52553706]ACTB (β-actin)
Forward: AATGCTTCTCTGGCACGTCT 
Reverse: TCTTCCATCTCACGCATCTG
[bookmark: _Hlk52566603]CircNR3C2 (hsa_circ_0071127)
[bookmark: _Hlk52548488]Forward (convergent): CAGTTTTCCAGTGCACAGCC
Reverse (convergent): ACCTTTCTCCTGCGTGTCTG
[bookmark: _Hlk52566621]Forward (divergent): TCATGGAAATCACACGGCGA
Reverse (divergent): TCATCGGTCCTCTCTGTAGGT
GAPDH
Forward (convergent): CCATGGGGAAGGTGAAGGTC
Reverse (convergent): GACTCCACGACGTACTCAGC
Forward (divergent): GTGCTCAACCAGTTGGCACC
Reverse (divergent): AGCCTCGCTCCACCTGACTT





2. Primer sequences for RT-qPCR (5’-3’)
SYVN1 (HRD1)
Forward: CCCTAGGCCAAGTGGAAAGAG
Reverse: GGGCTTCTCAGAGGCTAAACC
VIM (Vimentin)
Forward: TCCGCACATTCGAGCAAAGA
Reverse: TGATTCAAGTCTCAGCGGGC
ACTB (β-actin)
Forward: CTCACCATGGATGATGATATCGC
Reverse: CCACATAGGAATCCTTCTGACC
CircNR3C2 (hsa_circ_0071127)
Forward (divergent): TCATGGAAATCACACGGCGA
Reverse (divergent): GCTCCACAGCCTGAGAAACT
Hsa-miR-513a-3p
Forward: ACACTCCAGCTGGGUAAAUUUCACCUUUCUG
Reverse: CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCCTTCTCA









3. Sequences cloned to luciferase reporter vector (5’-3’)
[bookmark: _Hlk52571590]HRD1 3’UTR wild-type 1
TGACCACTGCAATCCCAGCGCCCAAGGAAGGCCACTTCTCAACTGGCAGAACTTCTGAAGTTTAGAATTGGAATTACTTCCTTACTAGTGTCTTTTGGCTTAAATTTTGTCTTTTGAAGTTGAATGCTTAATCCCGGGAAAGAGGAACAGGAGTGCCAGACTCCTGGTCTTTCCAGTTTAGAAAAGGCTCTGTGCCAAGGAGGGACC
HRD1 3’UTR mutant 1
TGACCACTGCAATCCCAGCGCCCAAGGAAGGCCACTTCTCAACTGGCAGAACTTCTGAAGTTTAGAATTGGAATTACTTCCTTACTAGTGTCTTTTGGCTTCCCGGGTGTCTTTTGAAGTTGAATGCTTAATCCCGGGAAAGAGGAACAGGAGTGCCAGACTCCTGGTCTTTCCAGTTTAGAAAAGGCTCTGTGCCAAGGAGGGACC
HRD1 3’UTR wild-type 2
GGAGCTGGGACCTGCCTGCCCCTGTCTTTTCCCCTTGGTTTTGTGTTACAAGAGTTGTTGGAGACAGTTTCAGATGATTATTTAATTTGTAAATATTGTACAAATTTTAATAGCTTAAATTGTATATACAGCCAAATAAAAACTTGCATTAACAA
HRD1 3’UTR mutant 2
GGAGCTGGGACCTGCCTGCCCCTGTCTTTTCCCCTTGGTTTTGTGTTACAAGAGTTGTTGGAGACAGTTTCAGATGATTATTTAATTTGTAAATATTGTACCCCGGGTAATAGCTTAAATTGTATATACAGCCAAATAAAAACTTGCATTAACAA


CircNR3C2 wild-type
ATATGGATTCTGTAAGAGATGCTGACTATTCCTATGAGCAGCAGAACCAACAAGGAAGCATGAGTCCAGCTAAGATTTATCAGAATGTTGAACAGCTGGTGAAATTTTACAAAGGAAATGGCCATCGTCCTTCCACTCTAAGTTGTGTGAACACGCCCTTGAGATCATTTATGTCTGACTCTGGGAGCTCCGTGAATGGTGGCGTCA
CircNR3C2 mutant
ATATGGATTCTGTAAGAGATGCTGACTATTCCTATGAGCAGCAGAACCAACAAGGAAGCATGAGTCCAGCTAAGATTTATCAGAATGTTGAACAGCTGGTTCCCGGGTACAAAGGAAATGGCCATCGTCCTTCCACTCTAAGTTGTGTGAACACGCCCTTGAGATCATTTATGTCTGACTCTGGGAGCTCCGTGAATGGTGGCGTCA













4. Sequences of FISH probes (5’-3’)
CircNR3C2 (hsa_circ_0071127) probe
ATCGCT+TGATACATTTTCTGGA+ATGGTCTCCA+TCGCTTGATACATT+TTCTGGT+AGCCTTTGGTCTCCA+TCGCTTG
Positive control (18S rRNA) probe
CTGCCTTCCTTGGATGTGGTAGCCGTTTC
Negative control probe
TGCTTTGCACGGTAACGCCTGTTTT

