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WT Predicted bipartite NLS

Pos. Sequence Score
88 | EVKRLARGKRRAGGRQKRRRGP 8.6
91 | RLARGKRRAGGRQKRRRGPRAGQEAEKRRVF 5
97 | RRAGGRQKRRRGPRAGQEAEKRRVFS 5.5
676 |SKRRPKICGPRYGETKEKDIDWGKRCVDK 5.3
999 | RDVEPSKMPPPDLPLWQDCHELWSKKRRRQK | 5.9

Edit Predicted bipartite NLS

Pos. Sequence Score
88 | EVKRLARGKRRAGGRRKRRRGP 13.6
97 | RRAGGRRKRRRGPRAGQEAEKRRVFS 8
97 |RRAGGRRKRRRGPRAGQEAEKRRVF 6
97 | RRAGGRRKRRRGPRAGQEAEKRRVFSLP 5.2
676 | SKRRPKICGPRYGETKEKDIDWGKRCVDK 53
999 |RDVEPSKMPPPDLPLWQDCHELWSKKRRRQK | 5.9
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