consensus CDF

Cc

1.0
Hematopoietic cell lineage - ([
0.8 Phagosome - o
Cytokine—cytokinp receptor P
X 061 interaction o —log10(p.adjust)
5 Rheumatoid arthritis c
044 7 5 g Viral protein interaction with | PS %
ms cytokine and cytokine receptor = 12
=6 Staphylococcus aureus |
0.2 infection
Complement and coagulation | ° 8
oo cascades
' g 3 - ” 3 3 Viral myocarditis - @ 4
o o o o o ~—
consensus index
B Arachidonic acid metabolism -
Delta area
0 . . .
2 cq° Steroid hormone biosynthesis 4 Count
3 Chemical carcinogenesis — DNA |
5w adducts O 20
o ° Metabolism of xenobiotics by | (2]
3 cytochrome P450 = O 4
3 o Drug metabolism — cytochrome | ° o
g ° " P450 | O e
= Ovarian steroidogenesis - @
35
g Tyrosine metabolism -
o o
%5 \ Retinol metabolism -
£ O\ T T T
2 X © X
T T T T T N Q N
2 3 4 5 6 © © ©
D k GeneRatio
0.5
Q
S
B 0.4
5
e 03
5 m HALLMARK_EPITHELIAL _
£ 02 MESENCHYMAL_TRANSITION
[im|
= m==  HALLMARK_INFLAMMATORY _
g 01 RESPONSE
€ 00 — HALLMARK_MYOGENESIS
] L IR} | I pr njn |1 | N nonn HALLMARK_TNFA_SIGNALING_
I“l I!E‘Ivll' III! !I 1 | I!I II H II Il I” 1] III f IIIII I“II ”‘ | VIANFIE
-g IIIIII L[ []]] IIIIIIIIIkIIII minl 'I (T W memrr nl
[}
=
B 25
-
= 0.0
é -2.5
o 500 1000 1500

Rank in Ordered Dataset



