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Generation of LKB1"""fUCP2X® LUAD organoid clone #1

UCP2 sgRNA5' - CGGACTTTAGCAGTATCCAG - 3'

WT

gtgtctttgg ggagggaaca gagtagacac catcaagact cccaggcttc

CACTGTGAAGTTTCTTGGGGCTGGCACAGCTGCCTGCATCGCAGATCTCATCACCTTTCCTCTG - GATACTGCTAAAGTCCGG

73978242

atcccctcac ctgtaaccgg actttagcag tatccagAGG aaaggtgatg 73978292

AGATCTGCGA TGCAGGC

Allele 1, frameshift (-77 bp)

ccgaaaagga aaaaagggat tgaAGATCTG CGATGCAGGC 50

B

WT
Allele 2,
frameshift

CACTGTGAAGTTTCTTGGGGCTGGCACAGCTGCCTGCATCGCAGATCYCATCACCTTTEEIFfGEGATACTGCTAAAGTCCGG
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WT

ACATTGTGGC
ttcctctatc
ttctccatct
aggccacaga
acagctgcct
agtccggtta
ctctgttccc
catcgAGATG

TAATGGGGCT
tcgtcttgtt
cctgggacgt
tgtgccccect
gcatcgcaga
caggtgaggg
tccccaaaga
ACTGGAGGTG

TTtctcctct
gctgattaaa
agcaggaaat
actgccactg
tctcatcacc
gatgaagcct
cacagacccc
GGAAGG

Allele 1, frameshift (+329 bp)

ACATTGTGGC
ggcagaacca
gatgatccca
tgtttcagca
tatgatgtgc
gagtcttacc
tgtagtactg
tctcatctgt
gttgtgagga
atggtgtaca
tcaccagagc
agaaggaggt
aaggaaacca
ggctagatcc
GAAGG

Allele 2, frameshift (-226 bp)

TAATGGGGCT
actcacgtcc
agcagttgga
agatggccat
cagactctgc
ctccacgggg
tggagcccca
agaatgggta
ctaaatgtgt
gaaagcacaa
tgtgatgggg
ctcaagagtg
gatggaggaa
ctttcagaga

TTctggggaa
aagagcaaga
gtggggattt
tcatcattct
gtgctgggga
atcacaaatg
gcttagccac
tactgtgagt
cactataaca
caggcacatt
aagcagcaag
acacctgaga
caaccagggc
cacagaagag

ACATTGTGGC TAATGGGGCT TTgctcttag
gagctgggag aaggactatg gcctagaaga
gagtgaattt gctgaagaca ccacattttA

aat

Control

Pic (60 uM) Ty 23 (60 pM)

Proliferation

PAM

tggcttagat
ggtgcccctg
cagcatcatg
tgaagtttct
tttCCTctygg

gggagtcttg
tcaagggcca

ggagacagat
ataagaatcc
cagaacatca
atgagagttc
tgcagagatg
agtggccaga
tttcgtctct
agtttctgtc
aaagaggctt
ggctatcagc
gactaaggag
agatgatgtc
aacctccaga
gCctaAGATGA

aatcagtatt
gggatcacac
GATGACTGGA

Control

Pic (36 pM)

tccggcagag
tctccagttt
gttgggttca
tggggctgge
atactgctaa
atggtgtcta
gtgtttggag

tcctececectg
ctcacgctca
ctagctcatt
attgagcatc
agcaagacaa
ggcataacac
gccttggttce
tcacagagct
aggactgagt
accagcatca
agtcagctgg
ctattaagaa

ggtgggacag
CTGGAGGTGG

tatttattag
ataatgaggt
GGTGGGAAGG

Ty 23 (36 uM)
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