[bookmark: _Hlk101393421]Supplementary Table 1: Primer sequences for PCR

	Primers for RNA editing site-specific quantitative PCR

	Gene
	Primer sequence

	Wild-type AZIN1
	Forward: CATTCAGCTCAGGAAGAAGACATCT

	
	Reverse: AATACAAGGAAGATGAGCCTCTGTTTAC

	Edited AZIN1
	Forward: ACTGAATGACATCATGTAATAAATGGCT

	
	Reverse: GAGCTTGATCAAATTGTGGCAG

	Wild-type Gli1
	Forward: GGGGAGGACAGAACTTTGATCCTTACCT

	
	Reverse: CTGGCTCTTCCTGTAGCCCGCT

	Edited Gli1
	Forward: ACTGAGAATGCTGCCATGGATGATG

	
	Reverse: AAGTCCATATAGGGGTTCAGACCACTGC

	Primers for qRT-PCR

	Gene
	Primer sequence

	[bookmark: _Hlk62347058]ADAR1 (human)
	Forward: CCCTTCAGCCACATCCTTC

	
	Reverse: GCCATCTGCTTTGCCACTT

	NOS2 (human)
	Forward: GCTCTACACCTCCAATGTGACC

	
	Reverse: CTGCCGAGATTTGAGCCTCATG

	[bookmark: _Hlk62347081]ARG1 (human)
	Forward: TCATCTGGGTGGATGCTCACAC

	
	Reverse: GAGAATCCTGGCACATCGGGAA

	SPP1 (human)
	Forward: CGAGGTGATAGTGTGGTTTATGG

	
	Reverse: GCACCATTCAACTCCTCGCTTTC

	BIRC3 (human)
	Forward: GCTTTTGCTGTGATGGTGGACTC

	
	Reverse: CTTGACGGATGAACTCCTGTCC

	GAPDH (human)
	Forward: CTGCACCACCAACTGCTTAG

	
	Reverse: GTCTTCTGGGTGGCAGTGAT
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Supplementary Figure 1

KEGG pathway analysis of high and low ADAR1-expressing colorectal cancers
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KEGG pathway analysis of high and low ADAR1-expressing colorectal cancers revealed that the

JAK/STAT pathway was activated in ADAR1-expressing colorectal cancers.

KEGG: Kyoto Encyclopedia of Genes and Genomes





