[bookmark: _GoBack]Table S1. Relationship between circZFR expression and clinical characteristic of enrolled cervical cancer patients.

	
	
	circZFR expression, n (%)
	

	Variable
	
	Low circZFR¶(n = 72)
	High circZFR
(n = 72)
	P value

	Age (years)
	
	
	
	0.379

	
	≤50
	22
	27
	

	
	>50
	50
	45
	

	Tumor size (cm)
	
	
	
	0.109

	
	≤4
	60
	52
	

	
	>4
	12
	20
	

	Tumor differentiation
	
	
	
	0.027

	
	High or Middle
	50
	37
	

	
	Low
	22
	35
	

	Invasion depth of tumor
	
	
	
	0.039

	
	≤2/3
	33
	21
	

	
	>2/3
	39
	51
	

	Vascular invasion
	
	
	
	0.044

	
	No
	38
	26
	

	
	Yes
	34
	46
	

	Lymph nodes metastasis
	
	
	
	0.041

	
	Negative
	49
	37
	

	
	Positive
	23
	35
	


¶The median expression of circZFR was set as the cutoff point for the low and high expression groups. 




Table S2. Antibody Information
	Antibodies
	Source
	Catalog Number

	FASN
	Proteintech
	Cat#: 10624-2-AP

	YTHDF3
	Proteintech
	Cat#: 25537-1-AP

	ZEB1
	Abcam
	Cat#: ab203829

	E-cadherin
	Proteintech
	Cat#: 20874-1-AP

	N-cadherin
	Proteintech
	Cat#: 22018-1-AP 

	Vimentin
	Proteintech
	Cat#: 10366-1-AP 

	Snail
	Abcam
	Cat#: ab216347

	eIF4A3
	Proteintech
	Cat#: 17504-1-AP

	eIF3A
	Proteintech
	Cat#: 26178-1-AP

	eIF3B
	Proteintech
	Cat#: 10319-1-AP

	GAPDH 
	Proteintech
	Cat#: 60004-1-Ig 

	β-actin
	Proteintech
	Cat#: 66009-1-Ig

	Flag
	Proteintech
	Cat#: 66008-4-Ig

	Goat Anti-Rabbit IgG 
antibody (HRP)
	Proteintech
	Cat#: SA00001-2


	Goat Anti-Mouse IgG 
antibody (HRP) 
	Proteintech
	Cat#: SA00001-1






Table S3. Primers for qRT-PCR
	Gene
	Forward primer (5'-3')
	Reverse primer (5'-3')

	circZFR
	GCTCTACGCCACGCTAAGTG
	CAGGACGACGTAAGGGCCAG

	YTHDF3
	ATTGAGCAAGGCATGACTGGACTG
	TAGGAGGTGGTGGTACAGCAGAAC

	FASN
	GTGGTGGGCTTGGTGAACTGTC
	AGGTGCTGCTGAGGTTGGAGAG

	GAPDH
	ACCCACTCCTCCACCTTTGAC
	TCCACCACCCTGTTGCTGTAG




Table S4. Sequence of RNA-pulldown probes
	circZFR
	GAGTCAGGACGACGTAAGGGCCAGCTTGGAAAATCAGACC





Table S5. Detailed information of wild-type and mutant circZFR
(1) circZFR-WT:
CCCTTACGTCGTCCTGACTCATCTGATGACCGTTATGTAATGACAAAACATGCCACCATTTATCCAACTGAAGAGGAGTTACAGGCAGTTCAGAAAATTGTTTCTATTACTGAACGTGCTTTAAAACTCGTTTCAGACAGTTTGTCTGAACATGAGAAGAACAAGAACAAAGAGGGAGATGATAAGAAAGAGGGAGGTAAAGACAGAGCTTTGAAAGGAGTTTTGCGAGTGGGAGTATTGGCAAAAGGATTACTTCTCCGAGGAGATAGAAATGTCAACCTTGTTTTGCTGTGCTCAGAGAAACCTTCAAAGACATTATTAAGCCGTATTGCAGAAAACCTACCCAAACAGCTTGCTGTTATAAGCCCTGAGAAGTATGACATAAAATGTGCTGTATCTGAAGCGGCAATAATTTTGAATTCATGTGTGGAACCCAAAATGCAAGTCACTATCACACTGACATCTCCAATTATTCGAGAAGAGAACATGAGGGAAGGAGATGTAACCTCGGGTATGGTGAAAGACCCACCGGACGTCTTGGACAGGCAAAAATGCCTTGACGCTCTGGCTGCTCTACGCCACGCTAAGTGGTTCCAGGCTAGAGCTAATGGTCTGCAGTCCTGTGTGATTATCATACGCATTCTTCGAGACCTCTGTCAGCGAGTTCCAACTTGGTCTGATTTTCCAAGCTGG
(2) circZFR-MUT (G, 70 → C; T, 103 → A; G, 112 → C; C, 134 → G)
CCCTTACGTCGTCCTGACTCATCTGATGACCGTTATGTAATGACAAAACATGCCACCATTTATCCAACTCAAGAGGAGTTACAGGCAGTTCAGAAAATTGTTACTATTACTCAACGTGCTTTAAAACTCGTTTGAGACAGTTTGTCTGAACATGAGAAGAACAAGAACAAAGAGGGAGATGATAAGAAAGAGGGAGGTAAAGACAGAGCTTTGAAAGGAGTTTTGCGAGTGGGAGTATTGGCAAAAGGATTACTTCTCCGAGGAGATAGAAATGTCAACCTTGTTTTGCTGTGCTCAGAGAAACCTTCAAAGACATTATTAAGCCGTATTGCAGAAAACCTACCCAAACAGCTTGCTGTTATAAGCCCTGAGAAGTATGACATAAAATGTGCTGTATCTGAAGCGGCAATAATTTTGAATTCATGTGTGGAACCCAAAATGCAAGTCACTATCACACTGACATCTCCAATTATTCGAGAAGAGAACATGAGGGAAGGAGATGTAACCTCGGGTATGGTGAAAGACCCACCGGACGTCTTGGACAGGCAAAAATGCCTTGACGCTCTGGCTGCTCTACGCCACGCTAAGTGGTTCCAGGCTAGAGCTAATGGTCTGCAGTCCTGTGTGATTATCATACGCATTCTTCGAGACCTCTGTCAGCGAGTTCCAACTTGGTCTGATTTTCCAAGCTGG


Table S6. Detailed information of wild-type and three mutant YTHDF3-CDS  fragments
(1) YTHDF3-CDS-WT:
ATGTCAGCCACTAGCGTGGATCAGAGACCTAAAGGGCAAGGAAATAAAGTTTCAGTACAAAACGGTTCGATTCATCAAAAAGATGCTGTAAATGATGATGATTTTGAGCCATACTTAAGTAGCCAGACAAATCAGAGTAACAGCTATCCACCAATGTCAGATCCATACATGCCTAGTTACTATGCTCCATCCATTGGATTTCCATATTCTCTTGGGGAAGCAGCGTGGTCCACAGCTGGAGACCAGCCTATGCCATATCTGACAACCTATGGACAAATGAGTAATGGAGAACATCACTATATACCAGATGGTGTATTTAGTCAACCTGGGGCATTAGGAAATACCCCTCCATTTCTTGGTCAACATGGATTTAACTTTTTTCCTGGTAATGCTGATTTCTCTACATGGGGGACAAGTGGATCTCAGGGACAATCAACACAAAGTTCTGCTTATAGTAGCAGTTATGGCTATCCACCTAGTTCTCTTGGGAGAGCTATTACTGATGGACAGGCTGGATTTGGCAATGATACTTTGAGTAAGGTGCCTGGCATTAGCAGTATTGAGCAAGGCATGACTGGACTGAAAATTGGTGGTGACCTGACAGCTGCAGTGACAAAAACTGTAGGTACAGCTTTGAGCAGCAGTGGTATGACTAGCATTGCAACCAATAGTGTGCCCCCAGTTAGCAGTGCAGCACCTAAACCAACCTCCTGGGCTGCCATTGCCAGAAAGCCTGCCAAACCTCAACCGAAACTTAAACCCAAGGGCAATGTGGGAATTGGGGGTTCTGCTGTACCACCACCTCCTATAAAACACAACATGAATATTGGAACTTGGGATGAAAAAGGGTCAGTGGTAAAGGCTCCACCAACCCAACCAGTTCTGCCTCCTCAAACTATAATCCAGCAGCCTCAGCCATTAATTCAACCACCACCATTGGTGCAAAGCCAACTGCCTCAACAGCAGCCTCAACCACCACAACCACAGCAGCAACAAGGACCTCAGCCACAGGCCCAGCCTCACCAAGTGCAGCCTCAACAGCAGCAGCTGCAGAATCGCTGGGTAGCTCCTCGTAACAGGGGAGCAGGCTTCAACCAGAACAATGGAGCGGGCAGTGAAAACTTTGGTTTAGGTGTTGTACCTGTCAGTGCTTCACCTTCTAGTGTAGAAGTGCATCCCGTGCTGGAAAAGCTAAAGGCCATAAACAACTATAATCCCAAAGACTTTGATTGGAATCTGAAGAATGGACGTGTGTTTATAATTAAAAGCTACTCTGAGGATGACATACATCGTTCCATTAAATACTCTATCTGGTGTAGTACTGAGCATGGTAATAAGCGTTTGGATGCAGCTTACCGTTCCCTGAATGGGAAAGGCCCACTCTATTTACTCTTCAGTGTGAATGGCAGTGGACATTTTTGTGGAGTGGCTGAAATGAAGTCTGTTGTGGACTATAATGCGTATGCTGGTGTCTGGTCTCAGGATAAGTGGAAGGGCAAATTTGAAGTTAAATGGATCTTTGTCAAAGATGTTCCCAATAACCAATTACGGCATATTCGCTTAGAAAATAATGACAACAAACCGGTTACCAATTCAAGGGACACTCAAGAGGTACCCCTAGAAAAAGCTAAGCAAGTGCTTAAAATAATTGCTACTTTCAAGCATACCACCTCAATCTTTGATGACTTTGCACATTATGAAAAGCGTCAAGAAGAGGAGGAAGCCATGCGTAGGGAGAGAAATAGAAACAAACAA
(2) YTHDF3-CDS-MUT(W438A):
ATGTCAGCCACTAGCGTGGATCAGAGACCTAAAGGGCAAGGAAATAAAGTTTCAGTACAAAACGGTTCGATTCATCAAAAAGATGCTGTAAATGATGATGATTTTGAGCCATACTTAAGTAGCCAGACAAATCAGAGTAACAGCTATCCACCAATGTCAGATCCATACATGCCTAGTTACTATGCTCCATCCATTGGATTTCCATATTCTCTTGGGGAAGCAGCGTGGTCCACAGCTGGAGACCAGCCTATGCCATATCTGACAACCTATGGACAAATGAGTAATGGAGAACATCACTATATACCAGATGGTGTATTTAGTCAACCTGGGGCATTAGGAAATACCCCTCCATTTCTTGGTCAACATGGATTTAACTTTTTTCCTGGTAATGCTGATTTCTCTACATGGGGGACAAGTGGATCTCAGGGACAATCAACACAAAGTTCTGCTTATAGTAGCAGTTATGGCTATCCACCTAGTTCTCTTGGGAGAGCTATTACTGATGGACAGGCTGGATTTGGCAATGATACTTTGAGTAAGGTGCCTGGCATTAGCAGTATTGAGCAAGGCATGACTGGACTGAAAATTGGTGGTGACCTGACAGCTGCAGTGACAAAAACTGTAGGTACAGCTTTGAGCAGCAGTGGTATGACTAGCATTGCAACCAATAGTGTGCCCCCAGTTAGCAGTGCAGCACCTAAACCAACCTCCTGGGCTGCCATTGCCAGAAAGCCTGCCAAACCTCAACCGAAACTTAAACCCAAGGGCAATGTGGGAATTGGGGGTTCTGCTGTACCACCACCTCCTATAAAACACAACATGAATATTGGAACTTGGGATGAAAAAGGGTCAGTGGTAAAGGCTCCACCAACCCAACCAGTTCTGCCTCCTCAAACTATAATCCAGCAGCCTCAGCCATTAATTCAACCACCACCATTGGTGCAAAGCCAACTGCCTCAACAGCAGCCTCAACCACCACAACCACAGCAGCAACAAGGACCTCAGCCACAGGCCCAGCCTCACCAAGTGCAGCCTCAACAGCAGCAGCTGCAGAATCGCTGGGTAGCTCCTCGTAACAGGGGAGCAGGCTTCAACCAGAACAATGGAGCGGGCAGTGAAAACTTTGGTTTAGGTGTTGTACCTGTCAGTGCTTCACCTTCTAGTGTAGAAGTGCATCCCGTGCTGGAAAAGCTAAAGGCCATAAACAACTATAATCCCAAAGACTTTGATTGGAATCTGAAGAATGGACGTGTGTTTATAATTAAAAGCTACTCTGAGGATGACATACATCGTTCCATTAAATACTCTATCGCCTGTAGTACTGAGCATGGTAATAAGCGTTTGGATGCAGCTTACCGTTCCCTGAATGGGAAAGGCCCACTCTATTTACTCTTCAGTGTGAATGGCAGTGGACATTTTTGTGGAGTGGCTGAAATGAAGTCTGTTGTGGACTATAATGCGTATGCTGGTGTCTGGTCTCAGGATAAGTGGAAGGGCAAATTTGAAGTTAAATGGATCTTTGTCAAAGATGTTCCCAATAACCAATTACGGCATATTCGCTTAGAAAATAATGACAACAAACCGGTTACCAATTCAAGGGACACTCAAGAGGTACCCCTAGAAAAAGCTAAGCAAGTGCTTAAAATAATTGCTACTTTCAAGCATACCACCTCAATCTTTGATGACTTTGCACATTATGAAAAGCGTCAAGAAGAGGAGGAAGCCATGCGTAGGGAGAGAAATAGAAACAAACAA
(3) YTHDF3-CDS-MUT(W492A):
ATGTCAGCCACTAGCGTGGATCAGAGACCTAAAGGGCAAGGAAATAAAGTTTCAGTACAAAACGGTTCGATTCATCAAAAAGATGCTGTAAATGATGATGATTTTGAGCCATACTTAAGTAGCCAGACAAATCAGAGTAACAGCTATCCACCAATGTCAGATCCATACATGCCTAGTTACTATGCTCCATCCATTGGATTTCCATATTCTCTTGGGGAAGCAGCGTGGTCCACAGCTGGAGACCAGCCTATGCCATATCTGACAACCTATGGACAAATGAGTAATGGAGAACATCACTATATACCAGATGGTGTATTTAGTCAACCTGGGGCATTAGGAAATACCCCTCCATTTCTTGGTCAACATGGATTTAACTTTTTTCCTGGTAATGCTGATTTCTCTACATGGGGGACAAGTGGATCTCAGGGACAATCAACACAAAGTTCTGCTTATAGTAGCAGTTATGGCTATCCACCTAGTTCTCTTGGGAGAGCTATTACTGATGGACAGGCTGGATTTGGCAATGATACTTTGAGTAAGGTGCCTGGCATTAGCAGTATTGAGCAAGGCATGACTGGACTGAAAATTGGTGGTGACCTGACAGCTGCAGTGACAAAAACTGTAGGTACAGCTTTGAGCAGCAGTGGTATGACTAGCATTGCAACCAATAGTGTGCCCCCAGTTAGCAGTGCAGCACCTAAACCAACCTCCTGGGCTGCCATTGCCAGAAAGCCTGCCAAACCTCAACCGAAACTTAAACCCAAGGGCAATGTGGGAATTGGGGGTTCTGCTGTACCACCACCTCCTATAAAACACAACATGAATATTGGAACTTGGGATGAAAAAGGGTCAGTGGTAAAGGCTCCACCAACCCAACCAGTTCTGCCTCCTCAAACTATAATCCAGCAGCCTCAGCCATTAATTCAACCACCACCATTGGTGCAAAGCCAACTGCCTCAACAGCAGCCTCAACCACCACAACCACAGCAGCAACAAGGACCTCAGCCACAGGCCCAGCCTCACCAAGTGCAGCCTCAACAGCAGCAGCTGCAGAATCGCTGGGTAGCTCCTCGTAACAGGGGAGCAGGCTTCAACCAGAACAATGGAGCGGGCAGTGAAAACTTTGGTTTAGGTGTTGTACCTGTCAGTGCTTCACCTTCTAGTGTAGAAGTGCATCCCGTGCTGGAAAAGCTAAAGGCCATAAACAACTATAATCCCAAAGACTTTGATTGGAATCTGAAGAATGGACGTGTGTTTATAATTAAAAGCTACTCTGAGGATGACATACATCGTTCCATTAAATACTCTATCTGGTGTAGTACTGAGCATGGTAATAAGCGTTTGGATGCAGCTTACCGTTCCCTGAATGGGAAAGGCCCACTCTATTTACTCTTCAGTGTGAATGGCAGTGGACATTTTTGTGGAGTGGCTGAAATGAAGTCTGTTGTGGACTATAATGCGTATGCTGGTGTCGCCTCTCAGGATAAGTGGAAGGGCAAATTTGAAGTTAAATGGATCTTTGTCAAAGATGTTCCCAATAACCAATTACGGCATATTCGCTTAGAAAATAATGACAACAAACCGGTTACCAATTCAAGGGACACTCAAGAGGTACCCCTAGAAAAAGCTAAGCAAGTGCTTAAAATAATTGCTACTTTCAAGCATACCACCTCAATCTTTGATGACTTTGCACATTATGAAAAGCGTCAAGAAGAGGAGGAAGCCATGCGTAGGGAGAGAAATAGAAACAAACAA
(4) YTHDF3-CDS-MUT(W438A/W492A):
ATGTCAGCCACTAGCGTGGATCAGAGACCTAAAGGGCAAGGAAATAAAGTTTCAGTACAAAACGGTTCGATTCATCAAAAAGATGCTGTAAATGATGATGATTTTGAGCCATACTTAAGTAGCCAGACAAATCAGAGTAACAGCTATCCACCAATGTCAGATCCATACATGCCTAGTTACTATGCTCCATCCATTGGATTTCCATATTCTCTTGGGGAAGCAGCGTGGTCCACAGCTGGAGACCAGCCTATGCCATATCTGACAACCTATGGACAAATGAGTAATGGAGAACATCACTATATACCAGATGGTGTATTTAGTCAACCTGGGGCATTAGGAAATACCCCTCCATTTCTTGGTCAACATGGATTTAACTTTTTTCCTGGTAATGCTGATTTCTCTACATGGGGGACAAGTGGATCTCAGGGACAATCAACACAAAGTTCTGCTTATAGTAGCAGTTATGGCTATCCACCTAGTTCTCTTGGGAGAGCTATTACTGATGGACAGGCTGGATTTGGCAATGATACTTTGAGTAAGGTGCCTGGCATTAGCAGTATTGAGCAAGGCATGACTGGACTGAAAATTGGTGGTGACCTGACAGCTGCAGTGACAAAAACTGTAGGTACAGCTTTGAGCAGCAGTGGTATGACTAGCATTGCAACCAATAGTGTGCCCCCAGTTAGCAGTGCAGCACCTAAACCAACCTCCTGGGCTGCCATTGCCAGAAAGCCTGCCAAACCTCAACCGAAACTTAAACCCAAGGGCAATGTGGGAATTGGGGGTTCTGCTGTACCACCACCTCCTATAAAACACAACATGAATATTGGAACTTGGGATGAAAAAGGGTCAGTGGTAAAGGCTCCACCAACCCAACCAGTTCTGCCTCCTCAAACTATAATCCAGCAGCCTCAGCCATTAATTCAACCACCACCATTGGTGCAAAGCCAACTGCCTCAACAGCAGCCTCAACCACCACAACCACAGCAGCAACAAGGACCTCAGCCACAGGCCCAGCCTCACCAAGTGCAGCCTCAACAGCAGCAGCTGCAGAATCGCTGGGTAGCTCCTCGTAACAGGGGAGCAGGCTTCAACCAGAACAATGGAGCGGGCAGTGAAAACTTTGGTTTAGGTGTTGTACCTGTCAGTGCTTCACCTTCTAGTGTAGAAGTGCATCCCGTGCTGGAAAAGCTAAAGGCCATAAACAACTATAATCCCAAAGACTTTGATTGGAATCTGAAGAATGGACGTGTGTTTATAATTAAAAGCTACTCTGAGGATGACATACATCGTTCCATTAAATACTCTATCGCCTGTAGTACTGAGCATGGTAATAAGCGTTTGGATGCAGCTTACCGTTCCCTGAATGGGAAAGGCCCACTCTATTTACTCTTCAGTGTGAATGGCAGTGGACATTTTTGTGGAGTGGCTGAAATGAAGTCTGTTGTGGACTATAATGCGTATGCTGGTGTCGCCTCTCAGGATAAGTGGAAGGGCAAATTTGAAGTTAAATGGATCTTTGTCAAAGATGTTCCCAATAACCAATTACGGCATATTCGCTTAGAAAATAATGACAACAAACCGGTTACCAATTCAAGGGACACTCAAGAGGTACCCCTAGAAAAAGCTAAGCAAGTGCTTAAAATAATTGCTACTTTCAAGCATACCACCTCAATCTTTGATGACTTTGCACATTATGAAAAGCGTCAAGAAGAGGAGGAAGCCATGCGTAGGGAGAGAAATAGAAACAAACAA



Table S7. Sequences of siRNA
	siRNA
	sense（5'-3'）
	antisense（5'-3'）

	si-YTHDF3#1
	GGGACAAUCAACACAAAGUTT
	ACUUUGUGUUGAUUGUCCCTT

	si-YTHDF3#2
	GACUAGCAUUGCAACCAAUTT
	AUUGGUUGCAAUGCUAGUCTT

	si-YTHDF3#3
	GGACGUGUGUUUAUAAUUATT
	UAAUUAUAAACACACGUCCTT

	si-FASN#1
	GCAUCAAUGUCCUGCUGAATT
	UUCAGCAGGACAUUGAUGCTT

	si-FASN#2
	GGGACAGUGCAUCAAAGAATT
	UUCUUUGAUGCACUGUCCCTT

	si-FASN#3
	UACGACUACGGCCCUCAUUTT
	AAUGAGGGCCGUAGUCGUATT

	si-eIF4A3#1
	GCAAUCAAGCAGAUCAUCATT
	UGAUGAUCUGCUUGAUUGCTT

	si-eIF4A3#2
	GCUCUCGGUGACUACAUGATT
	UCAUGUAGUCACCGAGAGCTT

	si-eIF4A3#3
	GCAGUACUAUUCCACUCAGTT
	CUGAGUGGAAUAGUACUGCTT





Table S8. Primers for MeRIP-qPCR
	Sites for FASN mRNA
	Forward primer (5'-3')
	Reverse primer (5'-3')

	Site 1
	CCGGCTCTCCTTCTTCTTCG
	GCTGTGGATGGCCTGGTAG

	Site 2
	CTCTCCAACCTCAGCAGCAC
	GCGGTAGACGTTCATCACCA

	Site 3
	GGCACCCTGAACCTGGAC
	GTAGTTGCTCTGTCCCGCAT







Table S9. YTHDF3 and YTHDF1 Target Genes from HeLa Cells 
	RPTOR

	CEP250

	ZHX3

	ITGA5

	APBB2

	GFOD2

	PANX1

	AHDC1

	MACF1

	ZNF646

	RGMB

	CHD8

	RBM15

	ADCY7

	AFF1

	DCAF5

	SCAF8

	MYO9B

	TRIO

	SETD2

	CSTF1

	TICAM1

	ZNF473

	SH3BP4

	USP47

	AP1G1

	FBXO42

	ZBTB34

	AMBRA1

	CHD9

	VCPIP1

	NDST1

	MET

	TUG1

	NUP214

	SPECC1L

	MAP3K3

	WSCD1

	IRF2BP2

	RCL1

	LRRC37A4P

	TNS3

	IPO9

	PI4KB

	LRRN2

	MED13L

	SNX33

	L3MBTL2

	TSC22D1

	FASN

	PHLPP2

	CHSY1

	ARHGAP21

	ITGA3

	URB1

	CLN8

	ABL2

	WDR89

	MECP2

	LUZP1

	ZNF202

	RXRA

	CAND1

	ARHGEF7

	ZNF623

	FAM46B

	USP6NL

	EPHA2

	PPP1R15B

	PHF20

	FOXK2

	ARHGEF12

	OGDH

	HPS6

	B3GNT9

	ASB13

	MTHFR

	SMAD3

	LNPEP

	CEP350

	ZBTB22

	CDK12

	WHSC1

	PLCG1

	KIAA1958

	ST3GAL1

	PHF3

	THAP11

	SLFN12

	GOLGA3

	YTHDF3

	ZNF148

	ZBTB38

	GGA3

	YTHDF1

	RAPH1

	LRRC8D

	GSG2

	DNAJC5

	FBXL14

	ATP11A

	MSH6

	TMEM223

	FBXO31

	PELO

	IP6K1

	ALG2

	BTN3A2

	CHST15

	BTN3A1

	SLC16A5

	CSF1

	REST

	TIPARP

	KIAA0100

	ZNF8

	MGAT5

	SETDB1

	ZNF75A

	FZD9

	LINC00294

	FEM1B

	SON

	THADA

	PIK3CB

	PXDN

	NKRF

	PPP1R9A

	MBTPS1

	A4GALT

	ZNF35

	KBTBD6

	CLCN4

	PWP2

	USP42

	ANKRD28

	CNOT1

	ZBTB2

	NIPBL

	TRAF3

	SPTBN1

	USP10

	DHX33

	CDC42EP3

	PP7080

	LRRC8A

	PIP4K2B

	PRRC2B

	NPAT

	TRIP12

	ZMYND8

	TTLL4

	ZNF687

	ZBED1

	USP19

	KDM5A

	NRIP1

	ZNF707

	ZNF609

	KDM2A

	FAM135A

	NACC2

	SETMAR

	KDM6A

	DYNC1H1

	ARID5B

	FAM156B

	PLEKHG2

	IL6R

	NCEH1

	NFIL3

	PRDM4

	GLG1

	HPS4

	DIDO1

	DCLRE1B

	CBFA2T2

	ANKS6

	QRICH1

	MYO10

	BCL9L

	SPRY2

	OLFM1

	MID1

	ANKLE2

	TSHZ2

	POGK

	CENPO

	RHOBTB2

	TBC1D9B

	FAM208B

	FBXW2

	CSTF2T

	NFYA

	HCFC1

	TOM1L2

	AHNAK

	DLX4

	ASH1L

	CAMSAP1

	DGKD

	SERTAD2

	USP9X

	DYRK2

	SH3PXD2A

	MTF1

	ZNF275

	UBQLN2

	USPL1

	NR3C1

	KLF4

	ANKRD52

	FAM83H

	PAQR4

	HUWE1

	EARS2

	NUAK1

	MOGS

	PGBD1

	PPARGC1A

	ASXL2

	AHRR

	ZNF146

	PEAK1

	ZNF324

	MYPN

	CAMKK1

	TNRC18

	RNF216P1

	FHDC1

	VPS39

	CELSR3

	FBXO46

	ZXDA

	ADCY3

	KIAA1161

	MARVELD1

	RAF1

	DIXDC1

	SMG8

	NSD1

	ZBTB45

	WNT6

	PLEKHG3

	FKBPL

	TRAM2

	KLHL21

	LARP1

	TAB2

	TANC2

	CPD

	NEU3

	PDPR

	EXOC8

	ZRANB1

	DSE

	DISP1

	POLR1A

	FEM1A

	TSHZ1

	BICD1

	C7orf49

	SLC25A29

	ZFP30

	MSANTD3

	ZSCAN29

	ALDH1B1

	HARBI1

	PRKX

	ANKRD11

	PCYOX1

	PKP4

	NT5DC3

	DAGLB

	TEX2

	REXO1

	BCL7A

	CNNM4

	TCF19

	SPEN

	GALNT2

	XXYLT1

	CHST14

	SIPA1L1

	ANKRD17

	TRIM56

	FAM78A

	SFMBT2

	FRAT2

	SETD5

	ZNF644

	NOTCH2

	TULP4

	ZSCAN12

	MEGF9

	GCNT2

	KIAA0232

	PFKFB3

	LIG4

	MAPK7

	SIN3A

	LINC00473

	SPSB2

	IRS2

	ZNF134

	ZSWIM6

	SIK2

	DMXL1

	PTPN14

	PODXL

	CCDC127

	FAM160A2

	GEMIN4

	NDOR1

	ZKSCAN1

	TRIB1

	NR1D2

	METTL16

	ICOSLG

	PHF12

	MAP2K4

	PPP1R26

	CSRNP1

	TRERF1

	ZXDC

	PTCH1

	KANK4

	VPS53

	SPATA2

	KCTD2

	ZBED6

	KAT6A

	BCOR

	CCNT2

	UNKL

	DAG1

	ZBTB39

	NUP50

	CHPF2

	ARID1B

	MTUS1

	LDOC1L

	TMED10P1

	FIGN

	PLEKHF2

	RUNDC1

	SLC35E2B

	ARID2

	PIP5K1C

	KIF1B

	AMOTL2

	ZNF813

	FOXO1

	C17orf62

	HEG1

	MCL1

	AMIGO1

	FUT10

	FAF2

	NCOA6

	DOT1L

	PPP4R1

	CBX2

	RPRD2

	ZNF629

	ALKBH4

	UPF1

	PSME4

	FBXO30

	KIF3B

	LMTK2

	HEATR1

	IVD

	KDM3B

	FOXK1

	CHAC1

	TOR1B

	SSFA2

	EIF4G1

	PLXND1

	INTS5

	ZCCHC14

	TNRC6B

	TBC1D16

	ZNF831

	RNF213

	USP38

	TNFAIP1

	KCTD20

	ZFX

	KIAA1429

	QSOX2

	URB2

	JAG2

	TBC1D24

	GAPVD1

	C10orf88

	PIK3R4

	SOGA1

	BTBD3

	SRCAP

	ST3GAL2

	SLC12A7

	MSL2

	ARHGAP32

	TBL1X

	MYLIP

	RBM12

	FEM1C

	DENND5A

	FBXO34

	FUT1

	LATS2

	RCOR1

	SEC16A

	TMEM51

	URGCP

	TRAF6

	NCKAP5

	PLXNA2

	SERTAD3

	MN1

	PIK3C2B

	C6orf89

	SMURF1

	MLLT1

	UBN1

	HECTD1

	CBX4

	FOXN3

	GCC1

	BRPF1

	KIAA0513

	KIDINS220

	KIAA1644

	MAPK6

	MGAT2

	USP31

	RAI1

	GOLGB1

	TATDN2

	ATP9A

	BPTF

	ETV3

	RNF26

	TNRC6A

	BIRC6

	AKAP1

	PPM1B

	GNAZ

	PALB2

	STIM2

	UBE3B

	HDHD3

	EGFR

	RREB1

	MAML1

	ZNF808

	MGA

	AFAP1

	CDK13

	CHML

	CIC

	PAPD7

	TTC28

	C22orf29

	GPR161

	ZNF317

	TMEM203

	MTMR4

	ZNF451

	FZD5

	ZFC3H1

	FANCM

	CASC5

	NEO1

	AP5B1

	KIAA1671

	FIGNL1

	SSH1

	LATS1

	H6PD

	RHOB

	RNF144B

	PDZD8

	ITPKB

	TTL

	ZNF526

	AMMECR1L

	SKI

	ZNF544

	CCNT1

	ZNF460

	UBE2O

	C19orf12

	SLC35E1

	SCARA3

	VPS18

	LOC100129034

	ASB6

	IGF1R

	ACVR1

	ICAM1

	ZNF865

	THBS1

	CAMSAP2

	GTF3C4

	TTI1

	ABL1

	IQSEC1

	NAV1

	NCOR1

	USP34

	KIAA1549

	SLC30A1

	KLHL18

	SHROOM3

	MKL2

	TMCC1

	NFE2L1

	PLEC

	C15orf39

	ARSG

	PRSS23

	SEMA6D

	TSPYL1

	NCOA1

	SNRK

	NOL6

	EXTL3

	EHMT1

	GDF11

	TMEM231

	TRRAP

	TRIM32

	ELF2

	ZBTB10

	YTHDF2

	KANSL3

	ZFYVE26

	ARHGAP5

	ATXN1L

	B3GALT6

	ADAR

	DGCR14

	RNF24

	ZEB2

	ZBED4

	CEBPA

	CANT1

	JMJD1C

	PRRC2A

	STK35

	RAB11FIP1

	KIF13A

	PPRC1

	RUSC2

	KLHL29

	RPUSD2

	ZDHHC14

	ZFP64

	KCNC4

	SUGP2

	SGSH

	OSBPL11

	ZNF263

	TXNDC11

	SYDE1

	MKI67

	NHS

	DOCK5

	DSEL

	DDHD1

	RNF139

	FAM83D

	C14orf119

	RAB40C

	INSR

	CRTC3

	ZCCHC2

	PURB

	KBTBD2

	AKAP13

	ZNF700

	PTGFRN

	CASKIN2

	OXSR1

	CLEC16A

	AMOTL1

	RASAL2

	RAB11FIP5

	ZNF496

	RGP1

	TOMM40L

	FAM53B

	SLC7A1

	TBC1D25

	CTNND1

	TMEM186

	FAT1

	BTBD7

	ZC3H4

	VANGL1

	NUDCD3

	MBP

	GJC1

	RPP25

	CELSR2

	SLC25A28

	PTPN3

	TRAK1

	PTPRJ

	TCF20

	CCNF

	ANKRD33B

	ZFHX3

	SOCS5

	ASXL1

	HS6ST3

	NUAK2

	DLG5

	PER1

	CUX1

	LRP4

	SIK3

	CKAP5

	PRR12

	ABCC1

	ARHGAP35

	SPATA13

	MED26

	FAM46C

	MAPKBP1

	CDKL5

	CABLES1

	TTPAL

	ADNP

	RBM15B

	ST6GAL1

	DUSP16

	PYGO1

	ZBTB7B

	SETX

	MARS2

	SFMBT1

	KLF13

	FZD1

	FBXL18

	AGAP1

	UPF2

	JPH1

	ALMS1

	ZNF592

	PWWP2B

	ZZZ3

	PLEKHM2

	FAM208A

	SEPHS2

	ZNFX1

	PEG10

	FOXO3

	LARS2

	ZBTB5

	ZNF12

	ERRFI1

	APC

	CNNM2

	ZXDB

	HIP1

	WNK1

	AHNAK2

	GNA12

	FAM20C

	KIAA0754

	MFHAS1

	ZNF398

	MAP1S

	MEX3C

	TRPS1

	BRD3

	CTTNBP2NL

	ZNF57

	PPARGC1B

	MTMR3

	MAPK4

	PHLDB2

	ITPRIP

	RHOBTB1

	MUM1

	FJX1

	TIGD5

	TADA2B

	ADCY9

	SRRM2

	FAM160A1

	LRRC14

	GEMIN5

	SUOX

	SF3B3

	C17orf51

	ZNF503

	AARS

	ARID1A

	REPIN1

	ERC1

	ATMIN

	ARFGAP1

	PPM1D

	ZBTB40

	CHST3

	CENPF

	XYLT1

	MAP3K9

	ZNF445

	CNST

	B3GNT2

	ZADH2

	SMCR8

	RPS6KB1

	CDYL

	MLXIP

	RLF

	KHNYN



Table S10. Poor OS genes of cervical cancer from TCGA RNA-seq database
	EREG

	ESM1

	EGLN1

	GALNT2

	FUT11

	AIG1

	ASL

	ITGA5

	ERG

	SUMF2

	SPRYD7

	C1orf74

	TAF1A

	LOXL2

	TGFBI

	MOCS1

	CXCL8

	P4HA2

	FASN

	PON2

	INHBA

	SMYD2

	MTHFD1L

	PLOD3

	FNDC3B

	SEMA3A

	PGK1

	LDHA

	IGF2R

	OPN3

	P4HA1

	ELOVL1

	CAVIN3

	CD59

	HUS1

	ZDHHC9

	ABTB2

	SULF2

	DCBLD1

	ZC3H15

	ACTR3

	ZNF696

	AIDA

	NRP1

	LPCAT1

	SLC22A3

	PDK1

	ANGPT2

	ASPH

	TNFAIP6

	CD46

	PTPRM

	FEZ1

	MAP7

	SERINC3

	PIP4P2

	UPP1

	ZNF134

	IARS2

	C1GALT1

	BACE2

	PTPN12

	ZNF281

	PVR

	IL1B

	MATN3

	CXCL2

	AGPAT4

	SLC41A1

	CHPF

	TNFRSF10D

	ACLY

	PDIA6

	KIRREL1

	KBTBD2

	PLOD2

	GLG1

	WASHC4

	TFPI

	TRAM1

	GALNT3

	SERPINH1

	LDLRAD3

	ADAM9

	C6orf120

	CXCL3

	PIEZO1

	PMEPA1

	NUP58

	SLC35F5

	KPNA3

	APLN

	C1QTNF1

	MSMO1

	PFKFB4

	RNF6

	HGH1

	TRAF3IP2

	MGAT2

	TMOD3

	LATS2

	FBXL19

	DSE

	CXCL5

	ABL2

	ARMCX1

	STX1A

	TFRC

	KCNK15

	SEC24A

	RAD50

	TMEM87B

	ANO6

	MSRB3

	PGAM1

	IBTK

	IMPDH1

	DLL4

	C5orf46

	SEC63

	FBLIM1

	SLC19A1

	FKBP10

	AK4

	CPLX1

	KLHL17

	FKBP9

	HGS

	BZW1

	MFAP3

	MYO10

	KHNYN

	CCDC68

	VEGFA

	YWHAG

	LONP2

	PDF

	ACKR3

	PRRG1

	MMP1

	COL4A1

	NME2

	NAMPT

	SLC39A1

	OSMR

	HEPHL1

	FAM189B

	IPO7

	SERPINE1

	ESD

	ITGB1

	CDA

	MFSD3

	ADCY7

	LRRC41

	PTP4A1

	LBP

	LUZP1

	PGM3

	SEC23A

	ANTXR1

	TMCO3

	MICA

	SDF4

	SNX9

	SLC16A3

	CYP51A1

	PPBP

	TNFRSF11B

	LRCH1

	PXDN

	FADD

	CLDN12

	EPS15

	MTCL1

	NME4

	COPA

	TMEM9

	SHC1

	ITGA3

	NUS1

	EXT1

	ARMT1

	SPRY4

	AGFG1

	CXCL1

	VARS1

	TMEM181

	IGSF8

	ZC3HAV1L

	CLTC

	GLT8D2

	SEZ6L2

	SLC52A2

	MCAM

	EMC6

	FBXL18

	ULBP2

	EIF3H

	DSG2

	CLIC4

	AGPAT3

	STC1

	SCRN1

	ERO1A

	WWC2

	PTTG1IP

	FAM20C

	TM9SF1

	LIF

	CCDC71L

	GFPT2

	RHOD

	AKAP11

	ZDHHC4

	SPP1

	IL1A

	SLC37A3

	FHOD1

	PCMT1

	ZDHHC8

	MMP3

	ZNF776





Table S11. Poor OS genes of cervical cancer from TCGA RPPA protein database
	HSPA1A

	ACACA

	MYH9

	RAD51

	PXN

	RPS6KB1

	FASN

	CCND1

	SERPINE1

	RPTOR

	ERBB3

	RAF1

	CDH2

	YBX1









