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f A1 . . . . Immunohistochemical evaluation
BRAF status | ID [Presence of tumor|Parenchymal infiltration|Vascular invasion |Histology GFAP[Synaptophysin Ki67 BRAFY™ |16 (% of positive cells)
1a i iia - LGG i 2% i3 +(30%)
1b + - - LGG + 2% + Not valuable
1c + - - LGG + 2% + +(5%)
BRAFV600E 1d + - - LGG + 1% + +(25%)
2a ++ ++ + Moderate| + 4% + +(10%)
2b + + - LGG + -+ 2% + +(30%)
2c + - - LGG + 2% + +(3%)
3a + - - HGG -/+ +/- 85% NA +(90%)
3b + - - LGG -/+ Not valuable NA Not valuable
3c - - - - + Not valuable NA Not valuable
3d + - LGG + 1% NA Not valuable
KIAATS49:BRAF 4a + + + HGG ++ 10% NA +(10%)
4b + - - LGG + 1% NA +(3%)
4c + + - LGG + 3% NA Not valuable
4d + + + Moderate| + 8% NA +(20%)
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