y Table 1 Differential expressed proteins in the ERS h-CAFs compared with normal h-CAFs.

Number Protein accession Protein description Gene name P value Regulated Type
1 Q15772 Striated muscle preferentially expressed protein kinase OS=Homo sapiens 0X=9606 GN=SPEG PE=1 SV=4 SPEG 0.029463259 Up
2 Q13530 Serine incorporator 3 OS=Homo sapiens 0X=9606 GN=SERINC3 PE=1 SV=2 SERINC3 0.000360778 Up
3 P58005 Sestrin-3 OS=Homo sapiens 0X=9606 GN=SESN3 PE=1 SV=2 SESN3 0.002787532 Up
4 Q96QD8 Sodlum coupled neutral amino acid transponer 2 OS=Homo sapiens 0X=9606 GN=SLC38A2 PE=1 SV=2 SLC38A2 0.008501258 Up
5 QI6FS4 d p iated protein 1 OS=Homo sapiens 0X=9606 GN=SIPA1 PE=1 SV=1 SIPA1 0.047793755 Up
6 QIBTX1 Nucleoporm NDCI OS=Homo sapiens 0X=9606 GN=NDC1 PE=1 SV=2 NDC1 0.005008456 Up
7 QY9HCES No6-ad i talytic subunit OS=Homo sapiens 0X=9606 GN=METTL14 PE=1 SV=2 METTL14 0.008982099 Up
8 Q14563 Sunmphmm 3A OS= Hum(\ sapiens 0X=9606 GN=SEMA3A PE=1 SV=1 SEMA3A 0.001380908 Up
9 075506 Heat shock factor-binding protein 1 OS=Homo sapiens 0X=9606 GN=HSBP1 PE=1 SV=1 HSBP1 0.010168017 Up
10 P05106 Integrin beta-3 OS=Homo sapiens 0X=9606 GN=ITGB3 PE=1 SV=2 ITGB3 0.011616507 Up
11 014910 Protein lin-7 homolog A OS=Homo sapiens 0X=9606 GN=LIN7A PE=1 SV=2 LIN7A 0.003639002 Up
12 Q93074 Mediator of RNA polymerase II transcription subunit 12 OS=Homo sapiens 0X=9606 GN=MED12 PE=1 SV=4 MEDI12 0.009288572 Up
13 Q9HS5N1 Rab GTPase-binding effector protein 2 OS=Homo sapiens 0X=9606 GN=RABEP2 PE=1 SV=2 RABEP2 0.001297589 Up
14 QS8NEWO Zinc transporter 7 OS=Homo sapiens 0X=9606 GN=SLC30A7 PE=2 SV=1 SLC30A7 0.011507657 Up
15 QY96AET Tetratricopeptide repeat protein 17 OS=Homo sapiens OX=9606 GN=TTC17 PE=1 SV=1 TTC17 0.016550988 Up
16 P24043 Laminin subunit alpha-2 OS=Homo sapiens 0X=9606 GN=LAMA2 PE=1 SV=4 LAMA2 0.000385161 Up
17 QINUU6 Inactive ubiquitin thioesterase OTULINL OS=Homo sapiens 0X=9606 GN=OTULINL PE=1 SV=1 OTULINL 0.010145392 Up
18 P35625 Metalloproteinase inhibitor 3 OS=Homo sapiens 0X=9606 GN=TIMP3 PE=1 SV=2 TIMP3 0.008360673 Up
19 Q8N3U4 Cohesin subunit SA-2 OS=Homo sapiens 0X=9606 GN=STAG2 PE=1 SV=3 STAG2 0.001302296 Up
20 Q99811 Paired mesoderm homeobox protein 2 OS=Homo sapiens 0X=9606 GN=PRRX2 PE=2 SV=2 PRRX2 0.003503875 Up
21 Q99986 Serine/threonine-protein kinase VRK 1 OS=Homo sapiens 0X=9606 GN=VRK1 PE=1 SV=1 VRK1 0.038720506 Up
22 Q9HOU9 Testis-specific Y-encoded-like protein 1 OS=Homo sapiens OX=9606 GN=TSPYLI PE=1 SV=3 TSPYL1 0.00298736 Up
23 Q13326 Gamma-sarcoglycan OS=Homo sapiens OX=9606 GN=SGCG PE=1 SV=4 SGCG 0.005939512 Up
24 075326 Semaphorin-7A OS=Homo sapiens 0X=9606 GN=SEMA7A PE=1 SV=1 SEMAT7A 0.000357305 Up
25 Q7Z7L1 Schlafen family member 11 OS=Homo sapiens OX=9606 GN=SLFN11 PE=1 SV=2 SLFN11 0.032348731 Up
26 P08962 CD63 antigen OS=Homo sapiens 0X=9606 GN=CD63 PE=1 SV=2 CD63 0.00341174 Up
27 P01889 HLA class I histocompatibility antigen, B alpha chain OS=Homo sapiens 0X=9606 GN=HLA-B PE=1 SV=3 HLA-B 0.004680842 Up
28 043572 ‘A-kinase anchor protein 10, mitochondrial OS=Homo sapiens 0X=9606 GN=AKAP10 PE=1 SV=2 AKAP10 0.026114636 Up
29 P25963 NF-kappa-B inhibitor alpha OS=Homo sapiens 0X=9606 GN=NFKBIA PE=1 SV=1 NFKBIA 0.028693855 Up
30 Q6P9B6 MTOR- assoc:aled protein MEAK7 ‘OS=Homo sapiens 0X=9606 GN=MEAK7 PE=1 SV=2 MEAK7 0.021855995 Up
31 QIUNAO A disintegrin and P with th pondin motifs 5 OS=Homo sapiens 0X=9606 GN=ADAMTSS5 PE=1 SV=2 ADAMTSS 0.000796144 Up
32 Q13873 Bone morphogenetic protein receptor type-2 OS=Homo sapiens 0X=9606 GN=BMPR2 PE=1 SV=2 BMPR2 0.02270513 Up
33 P04920 Anion exchange protein 2 OS=Homo sapiens OX=9606 GN=SLC4A2 PE=1 SV=4 SLC4A2 0.000185157 Up
34 QOSADI Calmodulin-regulated spectri iated protein 2 OS=Homo sapiens 0X=9606 GN=CAMSAP2 PE=1 SV=3 CAMSAP2 0.031723174 Up
35 Q9UPMS AP-4 complex subunit epsilon-1 OS=Homo sapiens 0X=9606 GN=AP4El PE=1 SV=2 AP4E1 2.60979E-05 Up
36 Q15847 Adipogenesis regulatory factor OS=Homo sapiens 0X=9606 GN=ADIRF PE=1 SV=1 ADIRF 0.010784369 Up
37 P05026 Sodium/potassium-transporting ATPase subunit beta-1 OS=Homo sapiens 0X=9606 GN=ATP1B1 PE=1 SV=1 ATPIBI 0.001950873 Up
38 Q8TDM6 Disks large homolog 5 OS=Homo sapiens 0X=9606 GN=DLG5 PE=1 SV=4 DLG5 0.000189593 Up
39 075150 E3 ubiquitin-protein ligase BRE1B OS=Homo sapiens 0X=9606 GN=RNF40 PE=1 SV=5 RNF40 4.42092E-06 Up
40 Q7Z4W1 L-xylulose reductase OS=Homo sapiens 0X=9606 GN=DCXR PE=1 SV=2 DCXR 0.02169817 Up
41 P11021 Endoplasmic reticulum chaperone BiP OS=Homo sapiens OX=9606 GN=HSPAS5 PE=1 SV=2 HSPAS5 1.48241E-05 Up
42 P27701 CD82 antigen OS=Homo sapiens 0X=9606 GN=CD82 PE=1 SV=1 CD82 0.016326151 Up
43 Q8N3X1 Formin-binding protein 4 OS=Homo sapiens 0X=9606 GN=FNBP4 PE=1 SV=3 FNBP4 0.008412344 Up
44 Q7L5D6 Golgi to ER traffic protein 4 homolog OS=Homo sapiens 0X=9606 GN=GET4 PE=1 SV=1 GET4 0.003726644 Up
45 075462 Cytokine receptor-like factor I OS=Homo sapiens 0X=9606 GN=CRLF1 PE=1 SV=1 CRLF1 0.000168535 Up
46 P17342 Atrial natriuretic peptide receptor 3 OS=Homo sapiens OX=9606 GN=NPR3 PE=1 SV=2 NPR3 0.000147775 Up
47 QINPRY Protein GPR108 OS=Homo sapiens 0X=9606 GN=GPR108 PE=1 SV=3 GPR108 0.04964615 Up
48 Q6NYC1 Bi ional arginine and lysyl ylase IMJID6 OS=Homo sapiens 0X=9606 GN=JMJD6 PE=1 SV=1 IMJID6 0.002614592 Up
49 Q08380 Galectin-3-binding protein OS=Homo sapiens 0X=9606 GN=LGALS3BP PE=1 SV=1 LGALS3BP 0.000111947 Up
50 P55268 Laminin subunit beta-2 OS=Homo sapiens 0X=9606 GN=LAMB2 PE=1 SV=2 LAMB2 0.008917743 Up
51 P11362 Fibroblast growth factor receptor 1 OS=Homo sapiens 0X=9606 GN=FGFR1 PE=1 SV=3 FGFR1 0.000111451 Up
52 P35908 Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens OX=9606 GN=KRT2 PE=1 SV=2 KRT2 0.000269476 Up
53 P09601 Heme oxygenase 1 OS=Homo sapiens 0X=9606 GN=HMOX1 PE=1 SV=1 HMOX1 0.000363049 Up
54 Q8N108 Mesoderm induction early response protein 1 OS=Homo sapiens 0X=9606 GN=MIER1 PE=1 SV=2 MIERT 0.015891661 Up
55 QIPOP8 Mitochondrial transcription rescue factor I OS=Homo sapiens 0X=9606 GN=MTRES| PE=1 SV=1 MTRES1 0.002343122 Up
56 043715 TP53-regulated inhibitor of apoptosis 1 OS=Homo sapiens 0X=9606 GN=TRIAP1 PE=1 SV=1 TRIAPI 0.000745263 Up
57 Q7Z6M4 Transcription termination factor 4, mitochondrial OS=Homo sapiens 0X=9606 GN=MTERF4 PE=1 SV=3 MTERF4 0.000275488 Up
58 P48307 Tissue factor pathway inhibitor 2 0S=Homo sapiens 0X=9606 GN=TFPI2 PE=1 SV=1 TFPI2 9.32749E-05 Up
59 095825 Quinone oxidoreductase-like protein 1 OS=Homo sapiens 0X=9606 GN=CRYZL1 PE=1 SV=2 CRYZL1 0.026261045 Down
60 QoUIW2 Plexin-Al OS=Homo sapiens OX=9606 GN=PLXNAI PE=1 SV=3 PLXNAI 0.042285545 Down
61 Q8N3V7 Synaptopodin OS=Homo sapiens OX=9606 GN=SYNPO PE=1 SV=2 SYNPO 0.014853179 Down
62 QIHACS Ubiquitin domain-containing protein 1 OS=Homo sapiens OX=9606 GN=UBTDI PE=1 SV=1 UBTDI1 0.004004937 Down
63 QIHTM9 V-type immunoglobulin domain-containing suppressor of T-cell activation OS=Homo sapiens OX=9606 GN=VSIR PE=1 SV=3 VSIR 0.017210716 Down
64 QSNBJ7 Inactive C-alpha-formylglycine-generating enzyme 2 OS=Homo sapiens OX=9606 GN=SUMF2 PE=1 SV=2 SUMF2 0.000273329 Down
65 QYHOR3 Transmembrane protein 222 OS=Homo sapiens OX=9606 GN=TMEM222 PE=1 SV=2 TMEM222 0.024818273 Down
66 094813 Slit homolog 2 protein OS=Homo sapiens OX=9606 GN=SLIT2 PE=1 SV=1 SLIT2 0.002249488 Down
67 QSBIF6 Outer dense fiber protein 2 OS=Homo sapiens 0X=9606 GN=ODF2 PE=1 SV=1 ODF2 1.67381E-05 Down
68 014495 Phospholipid phosphatase 3 OS=Homo sapiens OX=9606 GN=PLPP3 PE=1 SV=1 PLPP3 0.000577827 Down
69 P17050 Alpha-N-acetylgalactosaminidase OS=Homo sapiens OX=9606 GN=NAGA PE=1 SV=2 NAGA 0.000300915 Down
70 Q03426 Mevalonate kinase OS=Homo sapiens OX=9606 GN=MVK PE=1 SV=1 MVK 0.01608019 Down
71 Ql4114 Low-density lipoprotein receptor-related protein 8 OS=Homo sapiens OX=9606 GN=LRP8 PE=1 SV=4 LRP8 4.85048E-05 Down
72 Q8WWQO PH-interacting protein OS=Homo sapiens OX=9606 GN=PHIP PE=1 SV=2 PHIP 0.006281198 Down
73 QO1581 y 0A synthase, 0S=Homo sapiens OX=9606 GN=HMGCS1 PE=1 SV=2 HMGCS1 0.000251527 Down
74 Q9HT92 Inactive tyrosine-protein kinase PEAK1 OS=Homo sapiens OX=9606 GN=PEAK | PE=1 SV=4 PEAKI 0.0479906 Down
75 QSIURO Trafficking protein particle complex subunit 5 OS=Homo sapiens OX=9606 GN=TRAPPCS PE=1 SV=1 TRAPPCS 0.037694536 Down
76 Q63HR2 Tensin-2 OS=Homo sapiens OX=9606 GN=TNS2 PE=1 SV=2 TNS2 0.015923289 Down
77 Q9H4BO Probable tRNA N6-adenosine 0S=Homo sapiens OX=9606 GN=OSGEPLI PE=2 SV=2 OSGEPLI 0.011478166 Down
78 Q7RTVS Peroxiredoxin-like 2C OS=Homo sapiens OX=9606 GN=PRXL2C P! Sv=1 PRXL2C 0.0355923 Down
79 015056 Synaptojanin-2 OS=Homo sapiens OX=9606 GN=SYNJ2 PE=1 § SYNJ2 0.04144578 Down
80 000506 Serine/threonine-protein kinase 25 OS=Homo sapiens OX=9606 GN=STK25 PE=1 SV=1 STK25 0.039686815 Down
81 000767 Stearoyl-CoA desaturase OS=Homo sapiens OX=9606 GN=SCD PE=1 SV=2 SCD 0.000138475 Down
82 P00325 All-trans-retinol dehydrogenase [NAD(+)] ADHIB OS=Homo sapiens OX=9606 GN=ADHIB PE=1 SV=2 ADHIB 1.31663E-06 Down
83 Q6ICBO Desumoylating isopeptidase 1 OS=Homo sapiens OX=9606 GN=DESII PE=1 $V=1 DESI 0.00183439 Down
84 Q9UBXS Fibulin-5 OS=Homo sapiens OX=9606 GN=FBLNS PE=1 SV=1 FBLNS 3.81563E-06 Down
85 QST4B2 Inactive glycosyltransferase 25 family member 3 OS=Homo sapiens OX=9606 GN=CERCAM PE=1 SV=1 CERCAM 0.002265262 Down
86 075110 Probable phospholipid-transporting ATPase IIA OS=Homo sapiens OX=9606 GN=ATP9A PE=1 SV=3 ATP9A 0.002357488 Down
87 P12107 Collagen alpha-1(XI) chain OS=Homo sapiens OX=9606 GN=COLI11Al PE=1 SV=4 COL11Al 0.017218688 Down
88 Q8WVX9 Fatty acyl-CoA reductase 1 OS=Homo sapiens OX=9606 GN=FAR1 PE=1 SV=1 FAR1 0.016097034 Down
89 043684 Mitotic checkpoint protein BUB3 OS=Homo sapiens OX=9606 GN=BUB3 PE=1 SV=1 BUB3 0.002057248 Down
90 QSIVF2 Protein AHNAK2 OS=Homo sapiens OX=9606 GN=AHNAK2 PE=1 SV=2 AHNAK2 0.001169837 Down
91 Q76M96 Coiled-coil domain-containing protein 80 OS=Homo sapiens OX=9606 GN=CCDC80 PE=1 SV=1 CCDC8O 0.002806591 Down
92 060762 Dolichol-phosphate mannosyltransferase subunit 1 OS=Homo sapiens OX=9606 GN=DPM1 PE=1 SV= DPM1 0.03188896 Down
93 QIUQBS Brain-specifi is inhibitor I-associated protein 2 OS=Homo sapiens OX=9606 GN=BAIAP2 PE=1 S BAIAP2 0.002903414 Down
94 Q96CG8 Collagen triple helix repeat-containing protein 1 OS=Homo sapiens OX=9606 GN=CTHRC1 PE=1 SV=1 CTHRC1 0.013353197 Down
95 Q14534 Squalene monooxygenase OS=Homo sapiens OX=9606 GN=SQLE PE=1 SV=3 SQLE 0.01247799 Down
96 QOHIC3 Glycosyltransferase 8 domain-containing pmlcm 2 OS=Homo sapiens 0X=9606 GN=GLT8D2 PE=2 SV=1 GLT8D2 0.015493987 Down
97 Q02338 D-bx 0S=Homo sapiens OX=9606 GN=BDH1 PE=1 SV=3 BDHI 0.015376476 Down
98 Q6VIXI Dipeptidyl peptidase 8 OS=Homo sapiens OX=9606 GN=DPP8 PE=1 SV=1 DPP8 0.021460036 Down
99 Q15392 Delta(24)-sterol reductase OS=Homo sapiens OX=9606 GN=DHCR24 PE=1 SV=2 DHCR24 0.041748267 Down

100 Q92484 Acid sphingomyelinase-like phosphodiesterase 3a OS=Homo sapiens OX=9606 GN=SMPDL3A PE=1 SV=2 SMPDL3A 0.001056669 Down
101 P02462 Collagen alpha-1(IV) chain OS=Homo sapiens OX=9606 GN=COL4Al PE=1 SV=4 COL4AI 0.030028937 Down
102 Q01432 AMP deaminase 3 OS=Homo sapiens OX=9606 GN=AMPD3 PE=1 SV=1 AMPD3 0.049453532 Down
103 Q86YT6 E3 ubiquitin-protein ligase MIB1 OS=Homo sapiens OX=9606 GN=MIB1 PE=1 SV=1 MIBI 0.018828434 Down
104 QSTBBS Kelch domain-containing protein 4 OS=Homo sapiens OX=9606 GN=KLHDC4 PE=1 SV=1 KLHDC4 0.034267576 Down
105 Q14693 Phosphatidate phosphatase LPINI OS=Homo sapiens OX=9606 GN=LPIN1 PE=1 SV=2 LPINT 0.000449136 Down
106 Q14185 Dedicator of cytokinesis protein 1 OS=Homo sapiens OX=9606 GN=DOCK1 PE=1 SV=2 DOCKI1 0029258839 Down
107 P24593 Insulin-like growth factor-binding protein 5§ OS=Homo sapiens OX=9606 GN=IGFBPS PE=1 SV=1 IGFBPS 2.08514E-05 Down
108 Q8NCC3 Phospholipase A2 group XV OS=Homo sapiens OX=9606 GN=PLA2G15 PE=1 SV=2 PLA2GIS 0.024274991 Down
109 095864 Acyl-CoA 6-desaturase OS=Homo sapiens OX=9606 GN=FADS2 PE=1 SV=1 FADS2 0.000610301 Down
110 P37268 Squalene synthase OS=Homo sapiens OX=9606 GN=FDFT1 PE=1 SV=1 FDFT1 0.016535359 Down
111 QIBQ24 Zinc finger FYVE domain-containing protein 21 OS=Homo sapiens OX=9606 GN=ZFYVE21 PE=1 SV=1 ZFYVE21 0.015228115 Down
112 Q9UPTS Zinc finger CCCH domain-containing protein 4 OS=Homo sapiens OX=9606 GN=ZC3H4 PE=1 SV=3 ZC3H4 0.011580028 Down
113 P78337 Pituitary homeobox 1 OS=Homo sapiens OX=9606 GN=PITX1 PE=1 SV=2 PITX1 0.021658615 Down
114 Q99650 Oncostatin-M-specific receptor subunit beta OS=Homo sapiens OX=9606 GN=OSMR PE=1 SV=1 OSMR 0.001171832 Down

Table legend: The list of 58 upregulated proteins and 56 downregulated proteins in the ERS h-CAFs compared with normal h-CAFs, (mean FPKM> 10,q value< 0.01,p value< 0.01).



