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Cluster Dendrogram

fastcluster::hclust (*, "average")
as.dist(dissTom)

H
ei

gh
t

Module colors

Module−trait relationships

−1

−0.5

0

0.5

1

nor
mal

PCOS

MEblack

MEbrown

MEmagenta

MEred

MEblue

MEyellow

MEgreenyellow

MEturquoise

MEgreen

MEpink

MEpurple

MEgrey

0.14
(0.4)

−0.14
(0.4)

0.11
(0.5)

−0.11
(0.5)

0.27
(0.1)

−0.27
(0.1)

0.06
(0.7)

−0.06
(0.7)

0.059
(0.7)

−0.059
(0.7)

0.49
(0.002)

−0.49
(0.002)

−0.44
(0.007)

0.44
(0.007)

−0.74
(3e−07)

0.74
(3e−07)

−0.44
(0.007)

0.44
(0.007)

−0.34
(0.04)

0.34
(0.04)

0.15
(0.4)

−0.15
(0.4)

−0.1
(0.6)

0.1
(0.6)

A

A

B

D

C

Soft Threshold (power)

 Identification of soft-threshold power


