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c__Gammaproteobacteria.o__Alteromonadales

f__Coriobacteriaceae.g__Paraeggerthella

f__Helicobacteraceae.g__Helicobacter

f__Shewanellaceae.g__Shewanella

g__Coprobacillus.s__uncultured_organism

g__Fusobacterium.s__Fusobacterium_necrophorum

g__Oscillibacter.s__uncultured_bacterium

g__Paraeggerthella.s__Paraeggerthella_hongkongensis

g__Peptococcus.s__uncultured_Firmicutes_bacterium

o__Alteromonadales.f__Shewanellaceae

o__Campylobacterales.f__Helicobacteraceae

o__Sphingobacteriales.f__Chitinophagaceae
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