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f__Acidaminococcaceae.g__Acidaminococcus

f__Bifidobacteriaceae.g__Scardovia

f__Coriobacteriaceae.g__Olsenella

f__Corynebacteriaceae.g__Corynebacterium

f__Veillonellaceae.g__Veillonella

g__Anaerostipes.s__Anaerostipes_caccae

g__Butyricimonas.s__uncultured_bacterium

g__Clostridium_sensu_stricto.s__Clostridium_butyricum

g__Clostridium_XlVa.s__Eubacterium_fissicatena

g__Lactobacillus.s__Lactobacillus_delbrueckii

g__Prevotella.s__Prevotella_stercorea

o__Actinomycetales.f__Corynebacteriaceae
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