Table 1

Anderson-Darling test to continuity variables
	
	A（test statistic）
	P-value

	Age
	40.134
	< 2.2e-16

	PIR
	105
	< 2.2e-16

	Cr
	299.9
	< 2.2e-16

	BMI
	45.273
	< 2.2e-16

	Waist
	18.176
	< 2.2e-16

	TC
	11.618
	< 2.2e-16

	TG
	322.83
	< 2.2e-16

	HDL
	34.489
	< 2.2e-16

	LDL
	11.413
	< 2.2e-16

	ASM
	13.018
	< 2.2e-16

	METS-VF
	36.663
	< 2.2e-16

	SMI
	76.014
	< 2.2e-16



The above results can indicate that each continuous variable is normally distributed.


Table 2

Variance Inflation Factor (VIF) detects multicollinearity

Model2
	
	GVIF
	Df
	GVIF^(1/(2*Df))

	METS-VF
	1.410441
	1
	1.187620

	Education
	1.649390
	2
	1.133263

	Gender
	1.261655
	1
	1.123234

	Race
	2.921234
	4
	1.143394

	Marital status
	1.447944
	1
	1.203306

	Age
	1.785529
	1
	1.336237

	PIR
	1.706542
	1
	1.306347



Model3
	
	GVIF
	Df
	GVIF^(1/(2*Df))

	METS-VF
	2.465212
	1
	1.570099

	Education
	3.972936
	2
	1.411815

	Gender
	2.306565
	1
	1.518738

	Race
	12.259240
	4
	1.367911

	Marital status
	2.113449
	1
	1.453771

	Smoking
	2.407659 
	1
	1.551663

	Drinking
	2.354388
	1
	1.534402

	Hypertension
	2.370700
	1
	1.539708

	Diabetes
	2.056098
	1
	1.433910

	Age
	3.274096
	1
	1.809446

	PIR
	2.975618
	1
	1.724998

	Creatinine
	2.382751
	1
	1.543616

	Total protein
	1.911946
	1
	1.382731

	Total cholesterol
	1.509260
	1
	1.228519



GVIF^(1/(2*Df))：This is the adjusted value of the GVIF, often referred to as the adjusted VIF.
For both Model 2 and Model 3, the adjusted VIF values are stabilized in the range of 1-2, which can indicate that the likelihood of multicollinearity in the model is low.

Table3

Interaction test p-value adjusted for multiple comparisons
	
	Original p
	Bonferroni
	Holm
	Benjamini-Hochberg

	Gender
	0.111
	1
	0.666
	0.222

	Race
	0.861
	1
	1
	0.861

	Education
	0.507
	1
	1
	0.652

	Marital status
	0.384
	1
	1
	0.64

	Drinking
	0.576
	1
	1
	0.652

	Hypertension
	0.006
	0.06
	0.048
	0.02

	Diabetes
	0.004
	0.04
	0.036
	0.02

	Smoking
	0.587
	1
	1
	0.652

	Age degree
	0.091
	0.91
	0.637
	0.222

	BMI degree
	<0.001
	<0.01
	<0.01
	<0.01



Combining the three methods (especially the relatively conservative Bonferroni method), we believe that the p for interaction between the diabetes prevalence group and the BMI classification group is meaningful.
