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Figure S1 Comparison of the LS between DMD and control groups by TSA. DMD, Duchenne

muscular dystrophy; LS, longitudinal strain; TSA, trial sequential analysis.
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Figure S2 Comparison of the CS between DMD and control groups by TSA. CS, circumferential

strain; DMD, Duchenne muscular dystrophy; TSA, trial sequential analysis.
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Figure S3 Comparison of the GCS between DMD and control groups by TSA. DMD, Duchenne

muscular dystrophy; GCS, global circumferential strain; TSA, trial sequential analysis.



Cumulative
S SRGID.

> Required information size = 629
> 6
=
= .
<
Y
==
W
= .
5 M
S Traditional boundary
® - -
=) /M

i qﬁ\&‘ \‘\5\ \\\:v

! Q) & &
a > ol @ g
= Traditional boundary
o -
wn
= i
=)
e
=7
B

s

. Trial sequenti nitoring boundary

&

Figure S4 Comparison of the GRS between DMD and control groups by TSA. DMD, Duchenne

muscular dystrophy; GRS, global radial strain; TSA, trial sequential analysis.



