Characterization and applications of Nanobodies against human procalcitonin selected from a novel naive Nanobody phage display library
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Fig. S1-S10. Diversity determination of the naïve library. 300 individual clones were randomly chosen for sequencing to determine the library diversity. Amino acids positions of the framework FRs and the three antigen-binding loops (CDR1, CDR2 and CDR3) are numbered according to the IMGT Scientific chart for the V-Domain and are indicated at bottom. Clones exhibited the same amino acids in CDR3 are colored in red in CDR3.
image4.jpeg
Clone 91

Clone 92

Clone 93

Clone 94

Clone 95

Clone 96

Clone 97

Clone 98

Clone 99

Clone 100
Clone 101
Clone 102
Clone 103
Clone 104
Clone 105
Clone 106
Clone 107
Clone 108
Clone 109
Clone 110
Clone 111
Clone 112
Clone 113
Clone 114
Clone 115
Clone 116
Clone 117
Clone 118
Clone 119
Clone 120

Clone 91

Clone 92

Clone 93

Clone 94

Clone 95

Clone 96

Clone 97

Clone 98

Clone 99

Clone 100
Clone 101
Clone 102
Clone 103
Clone 104
Clone 105
Clone 106
Clone 107
Clone 108
Clone 109
Clone 110
Clone 111
Clone 112
Clone 113
Clone 114
Clone 115
Clone 116
Clone 117
Clone 118
Clone 119
Clone 120

10 20

QVQLQESGG1GSVQAGGSL£LSCAAS
QVOLQESGG-DSVQAGGSLRLSCAVS
QVQLOESGG-GSVQAGGSLRLSCSAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-DSVQAGGSLKLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLQOESGG GSVQAGGSLRLSCTVS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCEAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG GSVQPGGSLTLSCAAS
QVOLQESGG GSVQAGGSLRLSCAAS
QVQLQESGG GSVQAGGSLRLSCAAS
QVQLQOESGG-GLVQPGGSLRLSCAAS
QVOLQOESGG GSVQAGGSLRLSCAAS
QVOLQESGG-GLVQAGGSLRLSCTAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCTVS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCTVS
QVOLQESGG-GSVQAGGSLRLSCTVS
QVOLQESGGG-SVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAVS
QVOLQESGG-GSVQAGGSLRLSCTVS
QVQLOESGG-GSVQAGGSLRLSCTVS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS

|
GYTYSTNYMG
GYTDSTNYMG

GYTHSSNHMG
GFTFSNSVMT
GYIFSNCGMG
GFTFSSYTMS
GYAYSSYCMG
GFTFSSYNMG
RYLIRGYCMG
GFTFSSYNMG
AYMYGSYYMG
GFTFSNYAMS
GYTYSSYCMG
GFTFSSYGMS
GYTFSSYNMG
GYTYS-SCMG
GFAGNSYCMG
GFTFSSYNMG
GLTFDDYAMG
GFTSSDYCMR
GFTTSDYCAH
GTTHNNFCMG
GFTTSDYCAH
GYAYSSYCMG
GYTDISYCFS
GYTGYTYCMG
GYAYSSYCMG
GYAYSSYCMG
GYTVSSLCMR
GFTFSSYNMG

I I
WFRQAPGKEREGVAA
WFRQAPGKKREGVAA

WFRQAPGKEREGVAT
WVRQAPGKGLEWVST
WYRQAPGKERELVST
WVRQAPGKGLEWVST
WFRQVPGKEREGVAT
WFRQAPGKEREGVAA
WFRQPPGKEREGVAA
WFRQAPGKEREGVAA
WFRQAAGKEREGVAA
WVRQAPGKGLEWVSA
WFRQVPGKEREGVAV
WVRQAPGKGLEWVST
WFRQAPGKEREGVAA
WFRQTPGKEREGVAT
WFRQAPGKEREGVAH
WFRQAPGKEREGVAA
WFRQAPGKEREGVSY
WFRQAPGKEREEVAA
WFRKAPGKEREEVAA
WFRQAPGKEREGVAA
WFRKAPGKEREEVAA
WEFRQVPGKEREGVAT
WFRQAPGKEREEVAA
WFRQAPGKEREGVAA
WFRQVPGKEREGVAT
WFRQVPGKEREGVAT
WFRQAPGKEREGVAT
WFRQAPGKEREGVAA

IYSGGGYT
IWSGGGYT

IASGGGGA
INSAGSGT
ISSD-GTT
ISAGGRNT
IDSD-DIT
IDSA-GRT
IRSD-GST
IGSD-GST
IDSA-GRT
INNGGGST
IDSN-GNT
INTGGDST
IDSD-GST
IDRD-GSA
IDSD-GSI
IDSA-GRT
ISWNGGDT
IDSD-GST
IDSD-GIT
IDSD-GYT
IDSD-GIT
IDSD-DIT
IDSD-GIT
IDSD-DST
IDSD-DIT
IDSD-DIT
IDDD-GST
IDSN-GNT

€¢-CDR1--)»

60 80 90
| I | I
YYADSVKGRFTISQDNAKKTVYLOMNSLKPEDTAMYYC

SYTDSVKGRFTISRDNAKNTLYLLMNSLKPEDTGMCYC
HYADSVKGRFTISQDNAKNTVYLOMTSLKPEDTAMYYC
YYADSVKGRFTVSRDNAKNTMYLOLNSLKTEDTAMYYC
TYADSVKGRFTISRDNAKNTLYLOMNSLKTEDTAVYYC
YYADSVKGREFTISRDNAKNTLYLQLNSLKTEDTAMYYC
SYADSVKGRFTISKANAKNTFHLOMNSLKPEDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLOMNSLEPEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLOLNSLKPEDTAMYYC
SYADSVKGRFTISKDKNKNTLYLQOMSSLRSEDSAMYYC
YYADSVKGRFTISKDNAKNTLYLQLNSLKTEDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYEDSVKGRFTISRSNAKNTLYLOLNSLKTDDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYADSVKGRFTISKDNAKNTLYLOMNSLKPEDTALYYC
YYADSVKGRFTISKDNAKNTLYLOMNSLKPEDTAMYTC
YYADSVEGRFTISQDDAKNTVYLOMNSLKPEDTAMYYC
YYADSVKGRFTISHGNAKNTVYLOMNNLOSEDTAMYYC
TYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDNAKNTVTLOMNNLKPEDTAIYYC
YYAASVKGRFTISRDSAKNTLYLOQLNSLKTEDTAMYYC
YYGDSVKGRFTISRDNAKNILYLOLNSLKTEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNRLOSEDTAMYYC
YPDDSVKGRFTISQDNAKNTLYLOMNSLEPEDTAMYYC
YYADSVEGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
YYTDSVKGRLT ISRDNFKNTLYLOLNSLKTEDTAMYYC
YYTDSVKGRFTISQDGAKNTVYLOMNSLKPEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
VYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
FR3---

-=--- FR2----- y

100 110
I |
AAYSGLGIPLSRVLEREWYND

AAYYGLGIPLSRVLEREWYND
AAYYGLGIPLSRVLEREWYSY

TAEGAYCS----- PGLVEYNY
TAEGAYCS----- PGLVEYNY
APSLPDCYSGSWSLDTYEYNY
AAPLSWYAHEFLEYSGHEYNY
AADPGSGTCYTAPLMIWPYNN
AAGPSWYAHEFLAYSGDEYNY
TEHRGFDDNDVLPALGARANY
APPLPDCYSGSWSPFTDEYNY
ADELPPTYRDIGECKAEGENY
TEHRGFDNDYVLPALGARANY
AVGPLSWFAHEFLYSGHEYNY
TPSLPDCYSGSWSLGDQVYDY
AAPSLPDCYSGAWTVSDSTNY
AAGPLSWYAHEFLEYSGHYNY
AAAPYYTGG---LPLLGDFTY
APSPPDCYS-GSWRLSYEYDY
AAGPLSWFAHEFLYSGHEYNY
AAPSLPDCYSGSWYAVADFGY
PSLPDCYSGS--WYAVADFGY
AAPSLPDCYSGSTFRVSDYTY
APSLPDCYSGSWSLDTYEYNY
PSLPDCYSGSWRNPATADFGY
AAPSLPDCYSGSWSLYSEYNY
APSLPDCYSGSWSLDTYEYNY
AAPSVPDCYS-GSWLESEYDY
AGPLSWYAHEFLGYSGSEYNY

¢-------CDR3------)

<-CDR2-»

120
wsésTQVTvss
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
PGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
YGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
SGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RSQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
¢---FR4-->




image5.jpeg
10 20 30 40
1 1 ! 1 1 1
Clone 121 QVQLOESGG-GSVQAGGSLRLSCAAS GFTSSDYCMR WFRQAPGKEREEVAA IDSD-GST
Clone 122 QVQLOESGG-GSVQAGGSLRLSCTVS GFTTSDYCAH WFRKAPGREREEVAA IDSD-GIT
Clone 123 QVQLOESGG-GSVQAGGSLRLSCSAS GYTHSSNHMG WFRQAPGKEREGVAT IASGGGGA
Clone 124 QVQLQESGG-GSVQPGGSLRLSCTAS GFTFSSQGMS WVRQAPGKGLEWVSG INFDGRVT
Clone 125 QVQLOESGG-GSVQAGGSLRLSCAAS GFPFSDVYMS WFRQAPGKGLEWVSE ITSRGSST
Clone 126 QVQLOESGG-GLVQPGGSLRLSCAAS GFTFSSYTMS WVRQAPGKGLEWVST ISAGGRNT
Clone 127 QVQLOESGG GSVQAGGSLRLSCTVS GYAYSSYCMG WFRQVPGKEREGVAT IDSD-DIT
Clone 128 QVQLQESGG-GSVQAGGSLRLSCAAS GFTFSSYNMG WFRQAPGKEREGVAA IDSA-GRT
Clone 129 QVQLOESGG-GSVQAGGSLRLSCAAS RYLIRGYCMG WFRQPPGKEREGVAA IRSD-GST
Clone 130 QVQLOESGG-GSVQAGGSLRLSCAAS GFTFSSYNMG WFRQAPGKEREGVAA IGSD-GST
Clone 131 QVQLOESGG-GSVQAGGSLRLSCEAS AYMYGSYYMG WFRQAAGKEREGVAA IDSA-GRT
Clone 132 QVQLQESGG-GSVQAGGSLRLSCAAS GFTFSNYAMS WVRQAPGKGLEWVSA INNGGGST
Clone 133 QVQLOESGG-GSVQAGGSLRLSCAAS GYTYSSYCMG WFRQVPGKEREGVAV IDSN-GNT
Clone 134 QVQLOESGG GSVQPGGSLTLSCAAS GFTFSSYGMS WVRQAPGKGLEWVST INTGGDST
Clone 135 QVQLOESGG GSVQAGGSLRLSCAAS GYTFSSYNMG WFRQAPGKEREGVAA IDSD-GST
Clone 136 QVQLQESGG GSVQAGGSLRLSCAAS GYTYS-SCMG WFRQTPGKEREGVAI IDRD-GSA
Clone 137 QVQLQESGG-GLVQPGGSLRLSCAAS GFAGNSYCMG WFRQAPGKEREGVAH IDSD-GSI
Clone 138 QVQLQESGG GSVQAGGSLRLSCAAS GFTFSSYNMG WFRQAPGKEREGVAA IDSA-GRT
Clone 139 QVQLOESGG-GLVQAGGSLRLSCTAS GLTFDDYAMG WFRQAPGKEREGVSY ISWNGGDT
Clone 140 QVQLOESGG-GSVQAGGSLRLSCAAS GFTSSDYCMR WFRQAPGKEREEVAA IDSD-GST
Clone 141 QVQLOESGG-GSVQAGGSLRLSCTVS GFTTSDYCAH WFRKAPGKEREEVAA IDSD-GIT
Clone 142 QVQLOESGG-GLVQAGGSLRLSCTAS GLTFDDYAMG WFRQAPGKEREGVSY ISWNGGDT
Clone 143 QVQLQESGG-GSVQAGGSLRLSCTVS GFTTSDYCAH WFRKAPGKEREEVAA IDSD-GIT
Clone 144 QVQLOESGG-GSVQAGGSLRLSCTVS GYAYSSYCMG WFRQVPGKEREGVAT IDSD-DIT
Clone 145 QVQLOESGG-GLVQAGGSLRLSCTAS GLTFDDYAMG WFRQAPGKEREGVSY ISWNGGDT
Clone 146 QVQLOESGG-GSVQAGGSLRLSCTVS GYAYSSYCMG WFRQVPGKEREGVAT IDSD-DIT
Clone 147 QVQLOESGG-GSVQAGGSLRLSCTVS GYAYSSYCMG WFRQVPGKEREGVAT IDSD-DIT
Clone 148 QVQLQESGG GSVQPGGSLTLSCAAS GFTFSSYGMS WVRQAPGKGLEWVST INTGGDST
Clone 149 QVQLOESGG-GSVQAGGSLRLSCAAS GYTVSSLCMR WFRQAPGKEREGVAT IDDD-GST
Clone 150 QVQLOESGG GSVQAGGSLRLSCAAS GFTFSSYNMG WFRQAPGKEREGVAA IDSA-GRT
Cmmmmmes FR1-==-==--- ) ¢-CDR1--) ¢----- FR2--- - ) (-CDR2-»
70 BIO 90 100 110 12|0 13I}O
Clone 121 YYADSVKGREI‘TISKDNAKNTLYLQ}MSLKLEDTAMYYC AAIPSPPDCYS——(I;SWRLSYEYDF WGQGTQVTVSS
Clone 122 TYADSVKGRFTISRDNAKNTLYLLMNSLKPEDTGMCYC AAPSLPDCYS--GSWYAVADFGY RGQGTQVTVSS
Clone 123 HYADSVKGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC WGQGTQVTVSS
Clone 124  SYKDSVKGRFTISRDNAKRTLYLQLNSLKTEDTAMYYC WGQGTQVTVSS
Clone 125 DYADFVKGRFTISRDNAKNTLYLOMNSLKTEDTAVYYC RGQGTQVTVSS
Clone 126  YYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC PGQGTQVTVSS
Clone 127 TYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC RGQGTQVTVSS
Clone 128 NYADSVRGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC AADTGPPHTYGGGCGGGYRSLEV WGQGTQVTVSS
Clone 129 YPDDSVKGRFTISQDNAKNTLYLOMNSLEPEDTAMYYC AATSAGLVLYS--STCRGRGYDY WGQGTQVTVSS
Clone 130  YYADSVKGRFTISRDNAKNTLYLOQLNSLKPEDTAMYYC AAASAGLVLYS--STCRGRGYDY RGQGTQVTVSS
Clone 131  SYADSVKGRFTISKDKNKNTLYLOMSSLRSEDSAMYYC AAGPLGWYAHE-FLRYTGHEYNY YGQGTQVTVSS
Clone 132 SYADSVKGRFTISKDKNKNTLYLOMSSLRSEDSAMYYC AAGPLSWYAHE-FLEYSGHEYNY RGQGTQVTVSS
Clone 133 NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC ARRLDDYCS-----GGYCWTFGY WGQGTQVTVSS
Clone 134  YYEDSVKGRFTISRSNAKNTLYLQLNSLKTDDTAMYYC AGPLSWFAHEF--LAYSGHEYNY WGQGTQVTVSS
Clone 135 YPDDSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC AAPPLPDCYSG-SWSPFTDEYNY WGQGTQVTVSS
Clone 136 TYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC AAPSLPDCYSG--SWYAVADFGY WGQGTQVTVSS
Clone 137 NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC PASLPDCYSGS--WSLDTYEYNY RGQGTQVTVSS
Clone 138  YYADSVEGRFTISQDDAKNTVYLOMNSLKPEDTAMYYC TVHGLTYCS-----] RSWSTDVTH WGQGTQVTVSS
Clone 139 NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC WGQGTQVTVSS
Clone 140  TYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC WGQGTQVTVSS
Clone 141  YYADSVKGRFTISRDNAKNTVTLOMNNLKPEDTAIYYC WGQGTQVTVSS
Clone 142 SYADSVKGRFTISKDKNKNTLYLOMSSLRSEDSAMYYC WGQGTQVTVSS
Clone 143  YYGDSVKGRFTISRDNAKNILYLQLNSLKTEDTAMYLC SGQGTQVTVSS
Clone 144 YYADSVKGRFTISQDNAKNTVYLOMNRLQSEDTAMYTC RGQGTQVTVSS
Clone 145 TYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC WGQGTQVTVSS
Clone 146 NYADSVRGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC WGQGTQVTVSS
Clone 147 YYTDSVKGRLTISRDNFKNTLYLQLNSLKTEDTAMYIC AADLAGDGFRL--YPLSRSTYNY RSQGTQVTVSS
Clone 148 VYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC APSLPDCYSGS--WSLDTYEYNY WGQGTQVTVSS
Clone 149  YYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC ---RAYDYRG WGQGTQVTVSS
Clone 150 VYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC YSGSEYNY WGQGTQVTVSS
(s=i=r = FR3 - - = - ) €---FR4-->





image6.jpeg
Clone 151
Clone 152
Clone 153
Clone 154
Clone 155
Clone 156
Clone 157
Clone 158
Clone 159
Clone 160
Clone 161
Clone 162
Clone 163
Clone 164
Clone 165
Clone 166
Clone 167
Clone 168
Clone 169
Clone 170
Clone 171
Clone 172
Clone 173
Clone 174
Clone 175
Clone 176
Clone 177
Clone 178
Clone 179
Clone 180

Clone 151
Clone 152
Clone 153
Clone 154
Clone 155
Clone 156
Clone 157
Clone 158
Clone 159
Clone 160
Clone 161
Clone 162
Clone 163
Clone 164
Clone 165
Clone 166
Clone 167
Clone 168
Clone 169
Clone 170
Clone 171
Clone 172
Clone 173
Clone 174
Clone 175
Clone 176
Clone 177
Clone 178
Clone 179
Clone 180

10 20

QVQLQESGGIGstAGGSLéLsans :
QVQLOESGG-GSVQAGGSLRLSCAVS
QVQLOESGG-GSVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCEAS
QVOLQESGG-GSVQAGGSLKLSCADS
QVQLOESGG-GSVOAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRVSCAPS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCVAA
QVOLQESGG-GSVQAGGSLRLSCAVS
QVQLOESGG-GSVQAGEPLRLSCAVS
QVQLOESGG-GSVQGGGSLRLSCAAS
QVQLOESGG-GSVOAGGSLTLSCVAS
QVQLOESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQSAGSLRLSCTVS
QVOLQESGG-GSVQSGGSLRLSCAVS
QVQLOESGG-GSVQAGGSLRLSCAVS
QVQLOESGG-GSVQSGGSLRLSCLVS
QVOLQESGG-GSVQSGGSLRLSCLVS

80 %
| 1 I
NYPDSVKGRFTISQDNAKNTLYLOMNSLEPEDTAMYYC
YYTGSMKGRATVSQDNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISQGNGENTLYLOMNSLKPEDTAMYYC
YYTDSVKGRFTVSQDNAKNTLYLOMNGLRPEDTAMYYC
RYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
YYTDSVKGRFTVSQDNAKNTLYLOMNGLRPEDTAMYYC
YYTDSVKGRFTISQDNAKNTLYLOMNGLRPEDTAMYYC
SYADSVKGRFTISKDKNKNTLYLOMSSLRSEDSAMYYC
SYADSVKGRFTISRDTK-NTLYLOMNSLKPEDTAMYYC
YYHDSVKGRFTFTQDNAKNTLYLQLDSLKPEDTAMYYC
YYADSVEGRFTISQODGAKNTLYLOMNGLRPEDTGMYYC
SYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
NYPDSVKGRFTISQDNAKTTLYLOMNKLKPEDTAMYYC
HYADSMKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
RYADSVKGRFTISQDSAKKSSYLGMDSLNPEDTAMYYC
YYADSVKGRFTISRDNARNTVYLOMNSLKPEDTAMYYC
YYRDSVKGRFTITQDNAKNTLYLOMDSLKPEDTAMYYC
YYTGSMKGRATVSQDNAKNTLYLOMNSLKPEDTAMYYC
YYTGSMKGRATVSQDNAKNTLYLOMNSLKPEDTAMYYC
NYPDSVKGRFTISQDNAKSTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDNAKNTVYLOMNSLKPEDTAMYYC
HYPDSMKGRFTISQONNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
SYADSVKGRFTISQDGAKNTLYLOMNSLKPEDTAMYYC
NYPDSVKGRFTISQDNAKSTLYLOMNSLKPEDTAMYYC
YYTGSMKGRATVSQDNAKNTLYLOMNSLKPEDTAMYYC
HYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
YYTGSMKGRATVSQDNAKNTLYLOMNSLKPEDTAMYYC
HYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
SYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
¢ FR3 - i)

70

GDTYS---GYCMG
GYTSD---NYCMA
GYTYS---FWYMA
DVTLSN--YDYLG
GYTYS---RYCMG
DVTLSN--YDYLG
GDTLSN--YDYLG
AYMYG---SYYMG
GYGYS---LYNVA
DHLVN---SYCLG
GDTLSN--YYYLT
GYTYS---SYCMG
GLTFR---SYCMG
GYTYS---SYCMG
cMG
GYTYS---SYCMG
ESLVS---SYCMG
GYTSD---NYCMA
GYTSD---NYCMA
GLTFS---SYCMG
GLTYS---NSYMA
GFTFA---DSYMG
GYTDS---ANTMG
GYSYT---MSCMA
GLTFS---SYCMG
GYTSD---NYCMA
GLTSN---ANGMA
GYTSD---NYCMA
GYTYS---FWYMA
GGSEYSYSTFSLG
¢---CDR1---) (----- FR2-----) )

100

JJFRQAPGKEREI:GVAQ
WFRQAPGKEREAVAT
WFRQAPGKEREGVAA
WFRQAPGKEREGVAA
WFRQAPGKEREGLAT
WFRQAPGKEREGVAA
WFRQAPGKEREGVAA
WFRQAAGKEREGVAA
WFRQAPGKQREAVAG
WFRQAPGKEREGVAV
WFRQAPGKEREGVAA
WFRQAPGKEREGVAT
WFRQAPGKEREGVAQ
WFRQAPGKEREGVAT
WFRQAPGKEREGVAT
WFRQAPGNEREGVAA
WFRQAPGKEREGVAT
WFRQAPGKEREAVAT
WFRQAPGKEREAVAT
WFRQAPGKEREGVAQ
WFRQAPGKEREGVAT
WYRQAPGNGCQLVAT
WFRQAPGKDRDWVAA
WFRQVPGKEREVVAT
WFRQAPGKEREGVAQ
WFRQAPGKEREAVAG
WFRQAPGKEREGVSR
WFRQAPGKEREAVAT
WFRQAPGKEREGVAQ
WFRQAPGKEREGVSS

110 120
I I
DPPALGGSCP---LGIWYEFDY
AAKHGDSGFC---SARDDAYNY
AAAPATRPPASSHALRPREYNY
ASRWAPYGGP---WDLVSTYKT
AADRDAGSCP---WGIYWEYHY
ASRWASYGGP---WDLVSTYKY
ASRWAPFGGP---WDLVSTYKT
AATPPDGGCA---EGIWYEYNY
AAANWPPGSF---WRDRLKYAY
AARWSPFVIC--SDLRPADYNY
ASRWAPYGGP---WDLASTYKT
AANWPPCAA----- GIYYEYNY
AADPPALGG---ICPLGIWYEF
AATPPDGGC---AHGIWYEYNY
AADMHFCSL-----KSETVFSY
AAANWPPGSF---WRDRLKYAY
AARWSPFVIC--SNLRPTDYAY
AAKHGDSGFC---SARDDAYNY

AAKHGDSGFC---SARDDAYNY
AADPPALGGS-CPLGIWYEFDY

AADRRAYGTS---CQRDSYYNY
AATSQAWGQRC-PHGIAYEYNY
AARRLEWFGC---LDLRTNYTY
AADPPALGGSC-PLGIWYEFDY
AKGPPTYWGL-WFGCRGTGYNY
GASRSPWFDCH-GMVAAPNFGY
AAKHGDSGFC---SARDDAYNY
ANWPPGSFW----- RDRLKYAY
AAWSRWAPYGG-PWDLASTYKT

¢-------CDR3------} y

IDSD-
INSLLDNT
IFTTGGIP
IYTRAGST
IDSD-
IYTRAGST
IYTSAGST
IDSA-GRT
IDA--DST
FQPGDGRL
LNPRAGNT
IDSDGSTT
IDSD-
IDSD-
ITSD-
IDSDGSNT
VDSGDGRL
INSLLDNT
INSLLDNT
IDSD-
ITPSGRSA
TSPD-
ISPGGGLT
SDSG-
IDSD-
INSLLDNT
INYGTGTN
INSLLDNT
IFTTGGLP
IDYGTGTN
(-CDR2- )

1
GTT

GSS

GTT
GSA
GVT

GTT

API

GST
GTT

130
[
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
YGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
YGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
¢rc=FR4==>




image7.jpeg
Clone 181
Clone 182
Clone 183
Clone 184
Clone 185
Clone 186
Clone 187
Clone 188
Clone 189
Clone 190
Clone 191
Clone 192
Clone 193
Clone 194
Clone 195
Clone 196
Clone 197
Clone 198
Clone 199
Clone 200
Clone 201
Clone 202
Clone 203
Clone 204
Clone 205
Clone 206
Clone 207
Clone 208
Clone 209
Clone 210

Clone 181
Clone 182
Clone 183
Clone 184
Clone 185
Clone 186
Clone 187
Clone 188
Clone 189
Clone 190
Clone 191
Clone 192
Clone 193
Clone 194
Clone 195
Clone 196
Clone 197
Clone 198
Clone 199
Clone 200
Clone 201
Clone 202
Clone 203
Clone 204
Clone 205
Clone 206
Clone 207
Clone 208
Clone 209
Clone 210

10 20
1

QVQmESGG—GSVQAGGSLllzLSCVAs
QVQLOESGG-GLVQPGGSLRLSCVAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQPGGSLVLSCVVS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCKAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQPGGSLVLSCVVS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLKLSCAAS
QVQLOESGG-GSVQAGGSLRLSCEAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAVS
QVQLOESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GSVQAGGSLRLSCAAS

80
I

70

SYADSVKGRII‘T ISRDNAKNTLYLQVNSLKPEDTAMYYC
YYTDSVKGRFTISRDNAKNTLYLLMNSLKPEDTGRCYC
SAADSVKGRFTISQDNAKNTLYLQOMNSLKPEDTAMYYC
SYVDSVKGRFAISRDNARNTLYLQLNNLKAEDTAMYYC
YYDDSVKDRFTISRDNAKNTLYLQLNNLRTEDTAMYYC
TYADSVKGRFTISRDNAKNTLYLOQLNSLKTEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
GYAESVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLOMNSLEPEDTAMYYC
IYGDSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
YYAPSVMGRFTISRDNAKNTLYLOLNDLKTEDTAMYYC
YYAPSVMGRFTISRDNAKNTLYLOLNDLKAEDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYEDSVKGRFTISRSNAKNTLYLOQLNSLKTDDTAMYYC
SYADSVKGRFTISKDNAKNTLYLQOMNSLKPEDTAMYYC
AYADSVKGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC
SYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
SYADSVKGRFTISQDFAKNTLYLOMNSLKTDDTAVYRC
YYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
SYADSVKGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDNAKNTVFLOMNSLKPEDTAAYYC
YYAASVKGRFTISRDSAKNTLYLQLNSLKTEDTAMYYC
SYADSVKGRFTISKDNAKNTLYLQOMNSLKPEDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYADSVEGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
YYTDSVKGRLTISRDNFKNTLYLQLNSLKTEDTAMYIC
YYADSVKGRFTISQDNAKNTVYLOMNRLOSEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
SYADSVKGRFTISQDFAKNTLYLOMNSLKTDDTAVYRC

“ - FR3 -

I
GYTSSNYLMS
GFTFSSYTMG

GYTYSSYCMG
GYTSSNYLMS
GFTFSSYTMS
GFTFSSYTMS
GFTFSSYTMS
GYTYSLVSMA
GYTGIFSSMG
GFTFSSYTMS
GFTFRNYGMT
GFTFSNYAMS
GYTYSSYCMG
GYTGIFSSMG
GYSS--YCMG
GYTF--YCMG
GYTFSSYCMG
GYIFSSCGMG
GNINSSMWMG
GYSS--YCMG
GYTYV-PCMG
GFTFSNYAMS
GYSS--YCMG
GYTYVSPCMG
GDTYSGYCMG
GYTYVSPCMG
GFTFSSSPMS
GYTSSVNYIG
GYTYVSPCMG
GYTYSYNCIN

¢--CDR1--) ¢--=--- FR2----)

90
|

60
| I |
WFRQAPGKDRDWVAA ITSGGGRT
WEFRQAPGKEFEWVSG VNSRVGST

WFRQVPGKEREGVAV IEPD-GTT
WFRQAPGKDRDWVAA ISPGDGST
WVRQAPGKELEWVSY ISSSNGST
WVRQAPGKGLEWVST ISAGGRNT
WVRQAPGKELEWVSY ITSGGGRT
WFRQAPGKEREGVAA IDSD-GNT
WFRQAPGKEREGVAA INFS-GGT
WVRQAPGKELEWVSY ITSGGGRT
WARQAPGKELEWVSS DSGSGQRT
WVRQAPGKGLEWVSA INNGGGST
WFRQVPGKEREGVAV IDSN-GNT
WFRQAPGKEREGVAA IDSD-DST
WFRQAPGKERKGVAA IDSD-GST
WFRQAPGKERKGVAA IDSD-GNT
WFRQAPGKERRGVAA IDSD-GST
WYRQAPGKERELVAT IRLD-GTT
WFRQAPGKEREGVAV VHSGGSLT
WFRQAPGKERKGVAA IDSD-GST
WFRQAPGKEREEVAS ISSNAVLT
WYRQAPGKERELVAT IRLD-GTT
WFRQAPGKERKGVAA
WFRQAPGKEREEVAS
WFRQAPGKEREGVAQ
WFRQAPGKEREEVAS
WVRQAPGKGLEWVST
WFRQAPGKEREGVAA
WFRQAPGKEREEVAS
WFRQAPGKEREGVAK

IDSD-GST
ISSNAVLT
IDSDGTTN
ISSNAVLT
ISPDAGKT
IGRSTGST
ISSNAVAT
IYTGGGYT
(-CDR2-3

100 120

A‘IIGCSLYCSGGGI— -- YCYLPYE!IINY
AAERDDRGPAC----RSGWGVRFNH
AADSKRRGGH---—~~' VFSTSLYSY
AASTD---- ----YWGTT
AAARSLAH-
ARRGFSG-——-———--——~
AAGKRTPL-
AARRSR
AARRS-
GRQRYCYG-----~-~~
GKAIDCNSH---——-=
GKAIDCNSH-
AQGSAAMT--
ATPAEYYSGGY---YCGGAPREYDY
AADSPDRYGGS--CLPSGGVYEYNY

AADSPDRYGGS--CLPSGGVYEYNY
AADPPDLRPYGGSCPDSGGVYEYNY
AADCYSGSAD------, PLOPYDMDY
AADHSLGGYC------| SGIAYEYRY

AADHPDRYGGS--CLPSAGVYEYNY
AAATATRAGCIG--RTRVGVNDYNA
AADCYSGSAD---——- PLQPYDMDY
AADSKYGGRGSC--LPSGGVYEYNY
AGPLSEFLA-
AADSKDGWS!
RANCPATSY -
AADVLDGRLRP--GTPVLSPERYKY
PAASLPDCYSG---SWSVDTYEYNY
LAHWAGSHY-----~--| DCYSGSPRY
AKNSWYAHEF----- LGYSGSEYNY
» < = CDR3 -------9

130
1
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WEQGTQVTVSS
RGQGTQVTVSS
PGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
YGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGKGTQVTVSS
WGKGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WEQGTQVTVSS
SGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RSQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
€-- FR4---)




image8.jpeg
Clone 211
Clone 212
Clone 213
Clone 214
Clone 215
Clone 216
Clone 217
Clone 218
Clone 219
Clone 220
Clone 221
Clone 222
Clone 223
Clone 224
Clone 225
Clone 226
Clone 227
Clone 228
Clone 229
Clone 230
Clone 231
Clone 232
Clone 233
Clone 234
Clone 235
Clone 236
Clone 237
Clone 238
Clone 239
Clone 240

Clone 211
Clone 212
Clone 213
Clone 214
Clone 215
Clone 216
Clone 217
Clone 218
Clone 219
Clone 220
Clone 221
Clone 222
Clone 223
Clone 224
Clone 225
Clone 226
Clone 227
Clone 228
Clone 229
Clone 230
Clone 231
Clone 232
Clone 233
Clone 234
Clone 235
Clone 236
Clone 237
Clone 238
Clone 239
Clone 240

10 20
1

QVQLQESGG—GLVQPGGSLALSCAAS
QVQLOESGG-GLVQPGGSLRLSCVAS
QVQLOESGG-GLVQPGGSLRLSCVAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCTAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQSGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQPGGSLVLSCVVS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLTLSCAAS
QVQLOESGG-GSVQAGGSLRLSCEAS
QVQLOESGG-GSVQAGGSLRLSCTVS
QVQLOESGG-GSVQAGGSLRLSCTVS
QVOLQESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLKLSCTAA
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCEAS
QVOLQESGG-GSVQAGGSLRLSCAVS
QVOLQESGG-GLVQPGGSLTLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
¢---- == FR1==== --)

GFT;S—SYTMS
GFTFS-SYTMS
GTAAS-NYCMG
GYTSS-NYLMA
GFTFS-SYVMS
GFTFS-EYGMT
GFTFS-SYEMD
GYTYS-SYCMG
GFTFR-NFEMS
GFTFS-SYTMS
GFTFR-YYIMS
GFTFS-NYAMS
GFTFR-NFEMS
GYTGI-FSSMG
GYTYS-SYCMG
GYTYS-SYCMG
GFTFR-DYYMT
GFIFS-WYAMT
GNINS-SMWMG
AYTAC-TYDMY
GYTAC--STYD
GFTFS-NYAMS
GYRFT-SCGMA
GYTAR-GNCLG
GFTFR-DYYMT
GYTYS-LVSMA
ENTYN-SVYMA
GYTSS-VNYIG
GFIFS-WYAMT
GYTLGYNDMYY

70 80 90
| | |
YYADSVKGRFTISRDNAKNTLYLQVNSLKPEDTARYRC
SYTDSVKGRFTISRDNAKNTLYLLMNSLKPEDTGMCYC
YYADSVKGRFTISGDVPKNAVYLOMNSLKPGDTAMYFC
IYVDSVKGRFAISRDNARNTLYLQLNNLKAEDTAMYYC
YYDDSVKDREFTISRDNAKNTLYLQLNNLRTEDTAMYYC
SYAESVKGRFTISRDNGKNTLYLQLNSLSTEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYSC
DYADSVKGRFATSRDNAKNTLYLOLNSLRTEDTAIYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
YYADSVKGRFTISKDNAKNTLYLQLNSLKTEDTAMYYC
DYADSVKGRFATSRDNAKNTLYLQLNSLRTEDTAIYYC
YYEDSVKGRFTISRSNAKNTLYLQLNSLKTDDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYADSVKGRFTISRDNARNTVYLOMNSLKPEDTAMYSC
YYADSVKGRFTISRDNPENTLYLQOLNNLKTEDTAMYYC
AYADSVKGRFTISRDDAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISHGNAKNTVYLQLNSLKVEDTGMYFC
YAGDSVKGRFTISQDNAKNTAYLOMNSLKPDDTAMYYC
TYADSVKGRFTISRDNAKNTVTLOMNNLKPEDTAIYYC
YYAASVKGRFTISRDSAKNTLYLQLNSLKTEDTAMYYC
RYTDSVKGRFTISQDNDKSTLYLOLNSLKTEDTAMYYC
IHDDSVKGRFTISQDNAKNTMYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDNPENTLYLQLSNLKTEDTAMYYC
YYADSVEGRFTISQDNAKNTVYLOMNSLKPEDTAMSYC
YYTDSVKGRFTISRDNAKNMVYLOMNSLKPDDTAMYYC
YYTDSVKGRFTISQDGAKNTVYLOMNSLKPEDTAMYYC
AYADSVKGRFTISKDDAKNTLYLOLNSLKVEDTGMYFC
MYADSVKGRFTISRDNAKNTLYLOMDSLKPEDTAMYSC
- - FR3 - )

¢=- CDR1--+ ===~
100

R‘IIRQAPGICELEW\IISY
WFRQAPGKEFEWVSG
WFRQAPGKEFEWVSG
WFRQAPGKDRDWVAA
WVRQAPGKGLEWVSA
WVRQAPGKGLEWVSG
WFRRAPGKELEWVAG
WFRQVPGKEREGVAV
WVRQAPGKGLEWVST
WVRQAPGKELEWVSY
WVRQAPGKGLEWVSS
WVRQAPGKGLEWVSA
WVRQAPGKGLEWVST
WFRQAPGKEREGVAA
WFRQVPGKEREGVAV
WFRQAPGNEREGVAA
WVRQAPGQGLEWVSS
WVRQAPGKDIEWVST
WFRQAPGKEREGVAV
WYRQTPGKEREFVSA
MSWYRQTPGKEREFV
WVRQAPGKGLEWVSS
WYRQAPGKERELVSS
WFRQGPGKEREGVAA
WVRQAPGQGLEWVSS
WFRQAPGKEREGVAA
WFRQAPEKEREGVAV
WFRQAPGKEREGVAA
WVRQAPGKDIEWVST
WYRQAPGKGREFVSR
FR2----9

110 120
| | I
ASTRFAGRW------YRDSEYRA

ASTRFAGRW-
ASTRFAGRW------
ASTREAGRW--

VSSSYFT--
VSSAYFT--
AARAYGGL-
AAEQAS---
AKDTSTSIV----LWRDVARYKY

--PGCPLADS
-WRDVARYRY

AAQFPAL----—----~ CWGGDY
AAEAADGSYC---ARGRPNDYDR

ARGRL-
ARGRP-

ITSG-GGRT
VNSR-GVLE
VNSR-GVLT
ISPG-MTLT
INSG-GGST
ISSG-ADIT
ITSG-GEGT
IDSD--GNT
ISYN-GGII
ITSG-GGRT
ISGL-GGST
INNG-GGST
ISYN-GGII
IDSD--DST
IDSN--GNT
IDSD-GSNT
ISFG-GGRT
ITQG--GAT
VHSG-GSLT
IRSD-GSTT
SAIR-SDGT
INPDGGKTT
ISST--GTT
ICTG--GST
ISFG-GGRT
ISIG-SGGT
LSTG-GGRT
IGRS-TGST
ITQG--GAT
I1GSG--GST
(--CDR2-)

11?0
WGQGTQVTVSS
RGQGTQVTVSS
WEGQGTQVTVSS
WEGQGTQVTVSS
SSQGTQVTVSS
RGQGTQVTVSS
VGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
GGQGTQVTVSS
RGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WEGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
RGRGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
SGQGTQVTVSS
WEQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RSQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
€--FR4---»




image9.jpeg
Clone 241
Clone 242
Clone 243
Clone 244
Clone 245
Clone 246
Clone 247
Clone 248
Clone 249
Clone 240
Clone 251
Clone 252
Clone 253
Clone 254
Clone 255
Clone 256
Clone 257
Clone 258
Clone 259
Clone 260
Clone 261
Clone 262
Clone 263
Clone 264
Clone 265
Clone 266
Clone 267
Clone 268
Clone 269
Clone 270

Clone 241
Clone 242
Clone 243
Clone 244
Clone 245
Clone 246
Clone 247
Clone 248
Clone 249
Clone 250
Clone 251
Clone 252
Clone 253
Clone 254
Clone 255
Clone 256
Clone 257
Clone 258
Clone 259
Clone 260
Clone 261
Clone 262
Clone 263
Clone 264
Clone 265
Clone 266
Clone 267
Clone 268
Clone 269
Clone 270

10 20

GYTILCSTYDMS
GYTL---GYND
GFTFS-SYTMS
GYTSS-NYLMA
GFTFS-SYVMS
GFTFS-EYGMT
GYTYI-RHSMG
GFTFR-DYYMT
GFTFR-NFEMS
GYIFS-SCGMG
AYSST-ISSMG
GFTFS-SYGMT
GFTFR-NFEMS
AYSST-ISSMG
GTVFS-GRSMA
AYSST-ISSMG
RYIYS-SRCMA
AYSST-ISSMG
GNINS-SMWMG
GYSST-ISSMG
GYTAC--STYD
GFTFS-NYAMS
GYRFT-SCGMA
GYTAR-GNCLG
GFTFD-GPDMG

QVQLQESGG1GSVQAGGSL;LSCTVS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCVAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVOLQESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQSGGSLRLSCAAS
QVOLQESGG-GSVEAGGYTRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCVLS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQPGGSLRLSCGAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCEAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCTVS
QVOLQESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLKLSCTAA
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCEAS
QVOLQESGG-GSVQAGGSLRLSCAVS
QVOLQESGG-GSVQAGGSLRLSCAAE
QVQLOESGG-GSVQAGGSLRLSCAAS

GFTFS-SFGMS
ENTYN-SVYMA
GYTSS-VNYIG
GDTYS-RNYLG
GYTLGYNDMYY
¢-CDR1---)

70 80 90
1 | 1
TYAGSVKGRFTISQDNAKNTAYLOMNSLKPDDTAMYYC

SYTDSVKGRFTISQDNAKNTLYLOMDSLKPEDTAMYSC
SYTDSVKGRFTISRDNAKNTLYLLMNSLKPEDTGMCYC
IYVDSVKGRFAISRDNARNTLYLQLNNLKAEDTAMYYC
YYDDSVKDRFTISRDNAKNTLYLQLNNLRTEDTAMYYC
SYAESVKGRFTISRDNGKNTLYLQLNSLSTEDTAMYYC
TYADSVKGRFSISQDNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDNPKNTLYLQLNNLKTEDTAMYYC
DYADSVKGRFATSRDNAKNTLYLQLNSLRTEDTAIYYC
RYADSVKGRFTISQDNAKNTLYLOMNSLKTEDTAVYYC
YYANSVKGRFTISQDNAKNTVYLOMDSLKPEDTGRYYC
YYADSVKGRFTISRDNAKNTLYLOMNSLKPEDTAVYYC
DYADSVKGRFATSRDNAKNTLYLQLNSLRTEDTAIYYC
YYANSVKGRFTISQDNAKNTVYLOMDSLKPEDTGRYYC
SATDSVKGRFTISQDNAKNTVYLOMNSLKSEDTAMYYC
YYANSVKGRFTISQDNAKNTVYLOMDSLKPEDTGRYYC
YYADSVKGRFTISLDNAKNTMSLOMNSLKSEDTATYYC
YYANSVKGRFTISQDNAKNTVYLOMDSLKPEDTGRYYC
YYADSVKGRFTISHGNAKNTVYLQLNSLKVEDTGMYFC
YYANSVKGRFTISQDNAKNTVYLOMDSLKPEDTGRYYC
TYADSVKGRFTISRDNAKNTVTLOMNNLKPEDTAIYYC
SATDSVKGRFTISQDNAKNTVYLOMNSLKSEDTAMYYC
RYTDSVKGRFTISQDNDKSTLYLQLNSLKTEDTAMYYC
IHDDSVKGRFTISQDNAKNTMYL.OMNSLKPEDTAMYYC
RYANFAKGRFTISRDNAKNTVYLOMNNLKFEDTAVYYC
QYSDSVKGRFTISRDNAKYTLYLQLNSLKTEDTGFYFC
YYTDSVKGRFTISRDNAKNMVYLOMNSLKPDDTAMYYC
YYTDSVKGRFTISQDGAKNTVYLOMNSLKPEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAIYYC
MYADSVKGRFTISRDNAKNTLYLOMDSLKPEDTAMYSC
- FR3 )

100

I |
WYRQTPGKEREFVSA
MYYWYRGAPGKGREF

WFRQAPGKEFEWVSG
WFRQAPGKDRDWVAA
WVRQAPGKGLEWVSA
WVRQAPGKGLEWVSG
WFRQAPGKEREGVAV
WVRQAPGQGLEWVSS
WVRQAPGKGLEWVST
WYRQAPGKERELVSS
WFROQAPGKEREGVAA
WVRQAPGKGLEWVSG
WVRQAPGKGLEWVST
WFRQAPGKEREGVAA
WFRQAPGKEREGVAS
WFRQAPGKEREGVAA
WFRQAPGKEREGVAY
WFROQAPGKEREGVAA
WFRQAPGKEREGVAV
WFRQAPGKEREGVAA
MSWYRQTPGKEREFV
WVRQAPGKGLEWVSS
WYRQAPGKERELVSS
WFRQGPGKEREGVAA
WYRQAPGNECELVST
WVRQAPGKGVEWVSS
WFRQAPEKEREGVAV
WFRQAPGKEREGVAA
WFRQAPGKEREGVAT
WYRQAPGKGREFVSR

I
IRSD---GST
VSRIGSGGST
VNSR--GVLE
ISPG--MTLT
INSG--GGST
ISSG--ADIT
IDSVDRYGST
ISFG--GGHT
ISYN--GGII
IDSD---GTT
IYTS---GPT
IYSD--GSAT
ISYN--GGII
IYTS---GPT
IYTG--DGTT
IYTS---GPT
IYTG--DSST
IYTS---GPT
VHSG--GSLT
IYTS---GAT
SAIR--SDGT
INPDG-GKTT
ISST---GTT
ICTG---GST
ISSD---GST
IDST--GGRT
LSTG--GGRT
IGRS--TGST
IHTR--GGAT
IGSG---GST

-m-- FR2----- {(--CDR2--)

110

AATYTDDSGP-
ASSPPGYYSG-

AAGPTQWGSYCRGVFLRPTAWPN
AAGRGSYCRGP---SPNYAGIDY
AAGEYGSTWV----SPNYAGIDY

AAGRYGSTWV-
AGSRSHDCE-
AAVEITACGR-

AGVKTYACGR-

AADYNRLIAT---MVVPTRAFNY
CDR3 ---

¢

SLLTPGRYEY
—-GYYPPQSEC
ASSPPGYYSG----GYYPPQSEC

RSLTESCYRT
AAGRYGGYG------ LKTRTYTY
RSLTESCYRT

CYVRGKFGH
----HGSPSS

120
|

130
1
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
SSQGTQVTVSS
RGQGTQVTVSS
VGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
GGQGTQVTVSS
WGEGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGEGTQVTVSS
WGQGTQVTVSS
WGEGTQVTVSS
RGQGTQVTVSS
WGEGTQVTVSS
RGRGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
SGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RSQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS

-3 €--FR4---»





image10.jpeg
Clone 271
Clone 272
Clone 273
Clone 274
Clone 275
Clone 276
Clone 277
Clone 278
Clone 279
Clone 280
Clone 281
Clone 282
Clone 283
Clone 284
Clone 285
Clone 286
Clone 287
Clone 288
Clone 289
Clone 290
Clone 291
Clone 292
Clone 293
Clone 294
Clone 295
Clone 296
Clone 297
Clone 298
Clone 299
Clone 300

Clone 271
Clone 272
Clone 273
Clone 274
Clone 275
Clone 276
Clone 277
Clone 278
Clone 279
Clone 280
Clone 281
Clone 282
Clone 283
Clone 284
Clone 285
Clone 286
Clone 287
Clone 288
Clone 289
Clone 290
Clone 291
Clone 292
Clone 293
Clone 294
Clone 295
Clone 296
Clone 297
Clone 298
Clone 299
Clone 300

10 20
1

|
GFTFS---NSGMS
GFTFS---SYTMS

GFIFS---STPMT
GFTFS---NSGMS

|
QVOLOESGG-GSVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCVAS

QVOLOESGG-GSVQPGGSLRLSCAAS
QVQLOESGG-GSVQPGGSLRLSCAAS
QVOLOESGG-GSVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCTAA
QVOLOESGG-GLVQPGGSLRLSCEVT
QVOLOESGG-GSVQGGGSLTLSCTAS
QVOLOESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLTLSCAGS
QVOLOESGG-GSVQAGGSLRLSCAAS
QVOLOESGG-GSVQAGGSLRLSCTAA
QVQLOESGG-GSVQPGGSLVLSCVVS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLOESGG-GSVQSGGSLRLSCEVT
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS

GYTGI

SAYMY---GYCVG
GDIGS---RYCMA
GFSFD---DSDMA
GTAAS---NYCMG

GYTHS---SGCMG
GFTFS---NYAMS
SAYMY---GLCVG
FSSMG

GYTYS---SYCMG
GDIGS---RYCMA
GFIYS---TYCMG
GATYS---SYCMG

I I I
WVRQAPGKGLEWVST
WEFRQAPGKEFEWVSG

WVRQPPGKGLEWVST
WVRQAPGKGLEWVST
WVRQAPGKGLEWVST
WFRQAPGKEREAVAN
WFRQAPGKEREGVAR
WYRQSPGNKCELVSK
WFRQAPGKEREGVAA
WVRQAPGKELEWVSY
WEFRQVPGKEREGVAG
WVRQAPGKGLEWVSA
WFRQAPGKEREAVAN
WEFRQAPGKEREGVAA
WFRQVPGKEREGVAV
WFRQAPGQEREGVAR
WFRQAPGKEREGVAA
WEFRQAPGKEREGVAA

ITFN-GDHT
VNSR-GVLE
ITHS-GGTS
ITLN-GDHT
ITHS-GGTS
ADRL--GFT
INVI--GRT
1SGS--GSE
IYTGYGGTT
ITSG-GGRT
IDRD--GST
INNG-GGST
IDRL--GLT
IDSD--DST
IDSN--GNT
INFI--GRT
IYSD-GGSA
LYTS-GGSA

QVQLOESGG-GLVQPGGSLRLSCAAS WFRQAPGKEREGVAR ITTG-SDWT
QVQLOESGG-GSVQAGGSLRLSCAIS VYTDS---NLWMA WFRQAPGNEREGVAV VYGD-SGTT
QVQLOESGG-GSVQAGGSLRLSCAAS GFTFS---TYYMS WVRQAPGKGLEWVSS IYSD-GRNT
QVOLOESGG-GSVOAGGSLRLSCAIS VYTDS---NLWMA WFRQAPGKEREGVAV VYGD-SGTT
QVQLOESGG-GSVQAGGSLRLSCAAS GYTDY---KYDMS WYRQAPGKEREFVSL INHD--GTT
QVOLOESGG-GLVQPGGSLRLSCAAS GFRFS---SYAMS WVRQAPGKGLEWVSA IRSG-GGTT
QVOLOESGG-GSVOAGGSLKLSCAAS EYIFT---GCGMG WFRQVPGQRREWVGH IYTS-DAGA
QVQLOESGG-GLVQPGGSLRLSCAAS GYTYS---RYCMA WFRQAPGKEREGVAA FDTD--GST
QVQLOESGG-GSVQAGGSLRLSCAAS GYTDS---AYCMG WFRQAPGKEREGVAT IDSD--GST
QVQLOESGG-GSVQAGGSLRLSCAAS GSTYNSHNPYDMA WFRQAPGKEREGVAG IDYF--GTM
QVOLOESGG-GLVQPGGSLTLSCAAS GFIFS---WYAMT WVRQAPGKDIEWVST ITST-EDSY
QVQLQESGG-GSVQAGGSLRLSCAAS WFROAPGKQREEVAA IHTG-SGSS
L et FR1--------- » €---CDR1---) (----- FR2----- ¢-CDR2-)

70 80 90 100 110 120 1:?0
YYAESV%GRFTISRDNAKNTLYLQMN;LKTEDTAKYY& : I RGQGTQVTVSS
SYTDSVKGRFTISRDNAKNTLYLIMNSLKPEDTGMCYC RGQOGTQVTVSS
YYADSVKGRFTISRDNARNTLYLQLNSLKTEDTAMYYC WGQGTQVTVSS
YYAESVKGRFTISRDNAKNTLYLOMNSLKTEDTAKYYC WGQGTQVTVSS
YYADSVKGRFTISRDNARNTLYLOLNSLKTEDTAMYYC AKGCSG--- —----IYCDN SSQGTQVTVSS
TYLEYVKDRFTISKDNAKNTLYLOMNSLKPADTAMYYC AAEPVPYGC —PPFSRWRY WGQGTQVTVSS
SYTDSVKGRFTISODIGKNTLHLOMNSLKPEDTAMYHC AAVPGYAGCDP---LTTSRAADFRY VGQGTQVTVSS
HFADSVKGRFTISRDNAQNTLYLQMNSLKPEDTAMYYC AARTTGALGV----- RPLRPYEYNA WGQGTQVTVSS
YYADSVKGRFTISGDVPKNAVYLOMNSLKPGDTAMYFC AVGGVSCYGT--—-——-] DWYDVDYDY WGQGTQVTVSS
YYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC AAVPGYSGDCDP--VTTSRAADFRY GGQGTQVTVSS
SYADSVKGRFTISRDNAKNTMYLOMNSLKSEDSAVYYC ARSMYGR-----—————-] -MWDSFDY WGQGTQVTVSS
YYADSVKGRFTISKDNAKNTLYLQLNSLKTEDTAMYYC AGFSDWP------------ PDCRRF RGRETQVTVSS
DYADSVKGRFATSRDNAKNTLYLQLNSLRTEDTAIYYC ADGGEGGGSWS---DLWSRLSDFGY WGQGTQVTVSS
YYEDSVKGRFTISRSNAKNTLYLOLNSLKTDDTAMYYC AAEPVPYGSS----—-— CPPFSSWRY WGQGTQVTVSS
NYADSVRGRFTISKDNAKNTLYLQMNGLKPEDTAMYYC ARSRVGRC--------- DNWYNYNY WGQGTQVTVSS
SYTDSVKGRFTISQDIGKNTLHLOMNSLKPEDTAMYYC AVPGYSGDCDP---LPTSRAADFRY WGQGTQVTVSS
YFADFVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC AADPGSGYC----—--] NGLIGQYNY RGQGTQVTVSS
YFADSVKGRFTISQDNAKNTLYLOMNSLTPEDTAMYYC AADPPDGTG------- YNAIGQYNY WGQGTQVTVSS
YYPDSVKGRFTITQDNAKNTVYLOMNSLKPEDTAMYYC AAGPTYFGI--------CRWPDENY RGRGTQVTVSS
YHADSVKGRFTASQDNAKS ILYLOMNSLKPEDTAMYYC AARRGTYPVY-----GALAPREYNY WGQGTQVTVSS
YYTDSVKGRFTISRDSAKNTVYLOMNSLKPEDSAMYYC DPPDGSGYCY-----NGLDIGQYNY WGQGTQVTVSS
YHADSVKGRFTASQDNAKTILYLOMNSLKPEDTAMYYC AADDRDRVATV----FLLWSADFAY WGQGTQVTVSS
TYADSVKGRETISQDNAKTTVYLOMDSLKPEDTALYYC SGQGTQVTVSS
YYADSVKGRFTISRDNAKNTLSLQLNSLKPEDTAMYYC WGQGTQVTVSS
YYSASVKGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC AADLPRSVRVAH-HRQGPPASRFGF WGQGTQVTVSS
SYADSVKGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC AADPSDHPYCSGDYCLCLPASNFGY WGQGTQVTVSS
NYADSVKGRFTISQDNDKNMLYLOMNSLKPDDTAMYYC AATYTGDSYYYG--PSLLTPGRYEY RSQGTQVTVSS
TYADSVKGRFTISODNAKNTLYLOMNSLELEDTAMYYC AADPGRSGAFCY- -LNREIFRS WGQGTQVTVSS
PDAEKGRVTITLEKDNAKKRLNLOMNTLTPEDTAMYYC AADLSGYCL---- SPKPSSWVY WGQGTQVTVSS
SYANFVKGRFTISRDNAKTTLYLQLNNLKSEDTAMYYC AAAELIGFG------— GSGRVEYNY WGQGTQVTVSS
« ----- FR3 - -} e CDR3 -------% €--FR4---}





image1.jpeg
Clone 1

Clone 2

Clone 3

Clone 4

Clone 5

Clone 6

Clone 7

Clone 8

Clone 9

Clone 10
Clone 11
Clone 12
Clone 13
Clone 14
Clone 15
Clone 16
Clone 17
Clone 18
Clone 19
Clone 20
Clone 21
Clone 22
Clone 23
Clone 24
Clone 25
Clone 26
Clone 27
Clone 28
Clone 29
Clone 30

Clone 1

Clone 2

Clone 3

Clone 4

Clone 5

Clone 6

Clone 7

Clone 8

Clone 9

Clone 10
Clone 11
Clone 12
Clone 13
Clone 14
Clone 15
Clone 16
Clone 17
Clone 18
Clone 19
Clone 20
Clone 21
Clone 22
Clone 23
Clone 24
Clone 25
Clone 26
Clone 27
Clone 28
Clone 29
Clone 30

10 20

QVQLQESGGlGLVQPGGSLéLSCAAS
QVOLOESGG-GLVHPGASLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCVAS
QVOLQESGG-GSVQAGGSLRLSCVAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVOLQESGG-GSVQAGGSLRVSCAAS
QVOLQESGG-GLVQPGGSLTLSCAAS
QVQLOESGG-GPVQLGETLRLSCTAS
QVOLQESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCTAR
QVQLOESGG-GSVQVGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCTAR
QVQLOESGG-GSVQSGGSLRLSCTVS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GLVQAGGSLRLSCTAS
QVQLQOESGG-GSVQSGGSLRLSCTVS
QVQLOESGG-GSVQSGGSLRLSCTVS
QVOLQESGG-GSVQSGGSLRLSCTVS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCLAS
QVQLOESGG-GSVQAGGSLRLSCVAS
OVOLOESGG-GLVRPGWSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQSAGSLRLSCAVS
QVOLQESGG-GSVQSGGSLRLSCTVS
QVQLOESGG-GSVQSGGSLRLSCTVS
QVOLQESGG-GSVQSGGSLRLSCTVS
QVOLQESGG-GSVQSGGSLRLSCTVS

70 80
| 1

90

GLT].!‘SNY—— ——CMIIR
GFTFS----SSDMS
GLPYS----KYYLG
GYPYS----ANTMG
GFTSGFTFSASAMG
GLTFS----NYCMR
GFTYGFNFSDSAMS
SFSFD----VSAMA
GFTFS----SYYMS
GLTSGFTFSDSAMG
GFTFS----SYWMN
GFTSN----VCGMD
GFTFS----SYDMS

GLRSD----DYAMG
GVTDS----STCMG
GFTSGFTDSDSAMG
GLRSD----DYAMG
GLTSDFTFSDSAMS
GLTSN----VCGMD
GFIYS----TYCMG
GYTYS----SYCMG
GYIDS----ANTMG
GLTSGFAFSDSAMS
GDTYS----GYCMG
GYTSD----NYCMA
GLTSN----VCGMA

GYTYS----FWYMA
GFNSGFTFSASAMS
€----CDR1---

100
1

WFRQAPGKE;EGVAH
WFRQAPGKEFEWVSG
WFRQAPGKEPEGVAS
WFRQAPGKDRDWVAA
WFRQAPGKDRDWVAA
WFRQAPGKEREGVAH
WVRQAPGKGLEWVSE
WYRQAPGSECELVSS
WVRQAPGKGLEWVSC
WFRQAPGKEREGVAA
WVRQAPGKGLEWVSC
WYRQAPGKEREFVSS
WVRQAPGKGLEWVSV
WYRQAPGKGREFVSS
WFRQAPGKGREGVCI
WFRQAPGKEREGVAV
WFRQAPGKGREGVSI
WFRQAPGKGREGVSC
WFRQAPGKGREGVSA
WFRQAPGKEREGVAV
WFRQAPGKEREGVAA
WFRQAPGKEREGVAA
WFRQAPGKDRDWVAA
WVRQAPGKGLEWVSR
WFRQAPGKEREGVAQ
WFRQAPGKEREAVAT
WFRQAPGKEREGVSC
WFRQAPGKEREGVAQ
WFRQAPGKEREGVAA
WFRQAPGKEREGVAV
- FR2----9

110
I

120

I
ISSD-GGT
VNSRGVLE
MHSD-GMT
ISPGMTLT
ISPGGGLT
ISPD-MGT
INSRGSWT
INSD-GTT
NSGG-GTT
IYSGGSST
IRSGGYTT
ISTD-GTT
INSGGDST
ISTD-GTT
NWSG-DTS
SNYGTGRS
SWSS-NTR
INWSGDTS
IYSGGSRT
INYGTGRS
IYSDGGSA
IGSD-GST
ISPGGGLT
IDPGGGST
IDSDGTTN
INSLLDNT
INYGTGRS
INYGTGRS
IFTTGGRP
INYGTGRS
¢-CDR2-)
130
1 |

SYADSVKGRFTISRDNAKNTKYLEMNSVKPEDTAMYYC
LYADSVKGRATISRDNAKNTLYLQLNSLKTEDTAMYYC
SYTDSVKGRFTISRDNAKNTLYLLMNSLKPEDTGMCYC
YYADSVKGRFTISQDKAKNTVYLOMDSLKPEDTAIYYC
YYADSVKGRATISQDKAKNTVYLOMDSLKPEDTAIYYC
SYADSVKGRFTISRDNAKNTLYLEMNSLKPEDTAMYYC
AYPDSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
YYSDSVKGRATISQDKAKNTLLLOMSSLKPADTAQYYC
YYADSVKGRFTISKDKAKDTVYLOMNSLKPEDTAMYSC
YYADSVKGRFTISTDNAENTVYLOMNSLKAEDTAMYYC
YYADSVKGRATISGDNAKNTVYLOMNSLKPEDTAVYYC
SYADSVKGRFTISKDKAEGTVYLOMDSLKPEDTAMYSC
SYADSVKGRFTISRDNAKNTLYLOMNSLKTEDTAVYYC
YAVDSVEGRFTISKDKAEGTVYLOMDSLKPEDTAMYSC
VAADSVKGRFTISRDNAKNTLFLOMNSLKPEDTAMYYC
VYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
YAVDSVEGRATISRDNDKNTLYLOMNSLKPEDTAMYYC
YYTGSMKGRFTISQDKAKNTLLLOMSSLKPADTAQYYC
HYVDSVKGRATISQDKAKNTVYLOMDSLKPEDTAIYYC
VYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
YFADFVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
SYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
HYADFVKGRFTISRDNAKNTLYLOLNSLKTEDTAMYYC
YPDDSVKGRFTISQDNAKNTLYLOMNSLEPEDTAMYYC
YYTGSMKGRATVSQDNAKNTLYLOMNSLKPEDTAMYYC
HYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
HYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
VYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
¢ - FR3 - --)

AARYGPRAISN-RWGARWGANY

AAARSLAHLKL-PAISNRQYMY
AARYGDRPS -LCPSGANY
AARDR---- ----DGGSN
AAAAPPVGWF-ARCPAISYRQD
AAKTIRGRY----GGSWRCYNN
AAGRGVYGGRWFRTSISNQYNY
AASTGGS---------WCNGNW
AAQTAVAGS----LGCRVRIGY
ATESGP--- ----SEERV
AAAVAGSL- -GCRVRIGY
AVHGLTYLS----RSWSRDVTH
AATADTKRRGG-SVFSTSLYSY
AAKGHPYCLG---SLOEDPYKY
AAKTGRGVKGG-RWYATSQYNY
AAHRSLRWCLK-LWGGRWQYMY
AKGPPTYWGLW-FGACRGTYNY
AKPPDGSGYKY-NGLDIGQYNY
AASKSEYDCY---SGSGGLFGY
AKDSKRKGGW---VFSTSLYSY

AADPPALGGSCPLGIWYEAFDY
AKGPPTYWGLW-FGCRGTGYNY
ARKHGDSGFC---SARDDAYNY
ARKHPGDSGF--CSARDDAYNY
AKAPAIRPPSS-HALRPREYNY
AAGPPTRWGLW-FGDRGYGYNY

¢- - CDR3-

WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
GGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS

--3 ¢--FR4---)




image2.jpeg
Clone 31
Clone 32
Clone 33
Clone 34
Clone 35
Clone 36
Clone 37
Clone 38
Clone 39
Clone 40
Clone 41
Clone 42
Clone 43
Clone 44
Clone 45
Clone 46
Clone 47
Clone 48
Clone 49
Clone 50
Clone 51
Clone 52
Clone 53
Clone 54
Clone 55
Clone 56
Clone 57
Clone 58
Clone 59
Clone 60

Clone 31
Clone 32
Clone 33
Clone 34
Clone 35
Clone 36
Clone 37
Clone 38
Clone 39
Clone 40
Clone 41
Clone 42
Clone 43
Clone 44
Clone 45
Clone 46
Clone 47
Clone 48
Clone 49
Clone 50
Clone 51
Clone 52
Clone 53
Clone 54
Clone 55
Clone 56
Clone 57
Clone 58
Clone 59
Clone 60

10 20

QVQLQESGGlGSVQAGGSL;LSCAAS
QVQLQESGG-GLVHPGASLRLSCAAS
QVQLQESGG-GSVQAGGSLRLSCVAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVQLQESGG-GSVQAGGSLRVSCAAS
QVQLQESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCEAS
QVQLQESGG-GSVQAGGSLRLSCVAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCEAS
QVQLOESGG-GSVQAGGSLRLSCTAR
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLQESGG-GSVQPGGSLRLSCAAS
QVQLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGESLRLSCAAS
QVQLVESGG-GSVQAGGSLRLSCTAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLQESGG-GSVQAGGSLRLSCLAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVQLOESGG-GLVRPGWSLRLSCLAS
QVQLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQSAGSLRLSCTVS
QVQLQESGG-GSVQSGGSLRLSCAVS
QVQLOESGG-GSVQSGGSLRLSCAVS
QVQLOESGG-GSVQSGGSLRLSCLVS

GYT;S————TYLMA
GYTSS----TYLMA
GYTSS----AYLMA
GYTSS----NYLMA
GYTSS----VSLMA
GLTFS----VCCMR
GFTFS----DYGMS
AYMYG----SYYMG
GRTYS----RYNMG
GFTFS----SMGMT
AYMYG----SYYMG
GFTSN----VCGMD
GFTFS----SYDMS
GFTFS----SYDMS
GFTFS----SYDMD
GYTYS----SYCMG
GFTFS----SYGMT
GYTYS----NACMG
GYTYN----SNRMG
GGSEYSY-STFSLG
GFIYS----TYCMG
GYTYS----SYCMG
GYTDS----ANTMG
GLTSGFAFSDSAMS
GDTYS----GYCMG

GYTSD----NYCMA
GLTSN----ANGMA
GYTSD----NYCMA
GYTYS----FWYMA
GGSEYSY-STFSLG

WFRQAPGKE;EVVAA
WFRQAPGKEFEWVSG
WFRQAPGKEPEGVAS
WFRQAPGKDRDWVAA
WFRQAPGKDRDWVAA
WFRQAPGKEREGVAH
WVRQAPGKGLEWVSA
WFRQAAGKEREGVAA
WFRQVPGKEREGVAT
WVRQAPGKGLEWISR
WFRQAAGKEREGVAA
WYRQAPGKEREFVSS
WVRQAPGKGLEWVSG
WVRQAPGKGLEWVSG
WVRQAPGKGLEWVSG
WFRQAPGNEREGVAA
WVRQAPGKGLERVSS
WFRQAPGKEREGVAA
WFRQAPGKEREGVAS
WFRQAPGQEREAVAA
WFRQAPGKEREGVAA
WFRQAPGKEREGVAA
WFRQAPGKDRDWVAA
WVRQAPGKGLEWVSR
WFRQAPGKEREGVAQ
WFRQAPGKEREAVAG
WFRQAPGKEREGVSR
WFRQAPGKEREGVAQ
WFRQAPGKEREGVAQ

[
IDS-SGAH
VNSRGVLE
MHSD-GMT
ISPGMILT
ISPGGGLT
ISPD-MGT
INHDGTRT
IDSA-GRT
IDSD-GST
IDNSGQYT
IDSA-GRT
ISTD-GTT
MNSGGGRT
MNSGGGRT
MNSGGGYT
IDSDGSNT
ISVRGYNS
IASD-GST
IADD-GRT
IASMGGLT
IYSDGGSA
IGSD-GST
ISPGGGLT
IDPGGGST
IDSDGTTN
INSLLDNT
INYGTGTN
INYGTGRS
IFTTGGLP
INYGTGTN

QVQOLOESGG-GSVQSGGSLRLSCLVS

70 90
I I I

TYARSV!I(GRFT ISQDNAANTLYLOMNSLKPEDTATYYC
TYARSVKGRFTISQDNAANTLYLOMNSLKPEDTATYYC
SYTDSVKGRFTISRDNAKNTLYLLMNSLKPEDTGMCYC
IYVDSVKGRFAISRDNARNTLYLOLNNLKAEDTAMYYC
YYADSVKGRATISQDKAKNTVYLOMDSLKPEDTAIYYC
IYVDSVKGRFAISRDNARNTLYLQLNNLKAEDTAMYYC
IYVDSVKGRFAISRDNARNTLYLQLNNLKAEDTAMYYC
SYADSVKGRFTISKDKNKNTLYLOMSSLRSEDSAMYYC
YYADSVKGRFTISKDKAKDTVYLQOMNSLKPEDTAMYSC
FYAASVKGRFTISKDNAENTLYLOMNNLKTEDTAMYYC
SYADSVKGRFTISKDKNKNTLYLOMSSLRSEDSAMYYC
SYADSVKGRFTISKDKAEGTVYLOMDSLKPEDTAMYSC
YYEDSVKGRFTISRSNAKNTLYLQLNSLKTDDTAMYYC
YYEDSVKGRFTISRSNAKNTLYLQLNSLKTDDTAMYYC
VAADSVKGRFTISRDNAKNTLFLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDNARNTVYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDDAKNTLYLQLNSLKTEDTAMYYC
SYAASVKGRFTISKDNAKNTLYLOMNSLKPEDTAMYYC
SYADSVKGRFTISKDNAKNTLYLOMNSLNLEDTAKYYC
YYADSVKGRFTISRDNAKNTVTLOMNNLKPEDTAIYYC
YYADSVKGRFTISRDNAKNTVTLOMNNLKPEDTAIYYC
SYEDSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
HYADFVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
YPDDSVKGRFTISQDNAKNTLYLOMNSLEPEDTAMYYC
YYTGSMKGRATVSQDNAKNTLYLOMNSLKPEDTAMYYC
HYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
HYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
VYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
¢ FR3 - -=)

¢----CDR1--") (----- FR2--- -4 )
100

WFRQAPGKEREGVAS

110 120
I I
AALRGHIPV---GAAVVRPLY

AALRGHTPV---GAAVVRPLY
AALRGDIPV---GAAVVGALY
AALRGDIPV---GAAVVGGRV
AALRGDIPV---GAAVVGGRV
—AAVVGGRV
----RAGSP
————————— HTVGRT

AKEASGPSL----TNPKDFQY
AAKTIRGRY---GGSWRCYNN

HNKHYKHMA
AASKSEYDGY--SGSGGLYTY
AAGRGIGVT----LLRIGYNY
AASTDY---
AQKTLTGRY---GGSRSCYNY
AKGPPTYWGLWFGCRGTGYNY
ATGWP--
AVTSDR--
VKAPATRYDGYLHNKHNKHNY
AAWGMTRWHCKLLRRGYGYNY
------ )

<-CDR2-»

130
I
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WEQGTQVTVSS
RGQGTQVTVSS
YGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
YGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
¢---FR4-->




image3.jpeg
Clone 61
Clone 62
Clone 63
Clone 64
Clone 65
Clone 66
Clone 67
Clone 68
Clone 69
Clone 70
Clone 71
Clone 72
Clone 73
Clone 74
Clone 75
Clone 76
Clone 77
Clone 78
Clone 79
Clone 80
Clone 81
Clone 82
Clone 83
Clone 84
Clone 85
Clone 86
Clone 87
Clone 88
Clone 89
Clone 90

Clone 61
Clone 62
Clone 63
Clone 64
Clone 65
Clone 66
Clone 67
Clone 68
Clone 69
Clone 70
Clone 71
Clone 72
Clone 73
Clone 74
Clone 75
Clone 76
Clone 77
Clone 78
Clone 79
Clone 80
Clone 81
Clone 82
Clone 83
Clone 84
Clone 85
Clone 86
Clone 87
Clone 88
Clone 89
Clone 90

10 20

QVQLQESGGlGLVQPGGSLéLSCAAS
QVOLQESGG-GLVQPGGSLRLSCVAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVOLQESGG-GLVQPGESLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCVAS
QVQLQESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCEAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQPGGSLVLSCVVS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVQLQESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQPGGSLRLSCAAS
QVOLQESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCEAS
QVOLQESGG-GSVQSGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GLVQPGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS
QVQLOESGG-GSVQAGGSLRLSCAAS
OVQLOESGG-GLVQPGGSLRLSCAAS
QVQLQESGG-GSVQAGGSLRLSCAVS
QVOLQESGG-GLVQPGGSLRLSCAAS
QVOLQESGG-GSVQAGGSLRLSCAAS

60 80
| 1 1

I
GFTFSSYTMS
GFTFSSYTMS

GLTYRYYCMG
GYTSSNYLMA
GFTFRLTTMT
GFTFSSYTMS
GFTFSSYTMS
GYTYSSYCMG
GSISSTVWMG
GFTFSSYTMS
AYMYGSYYMG
GFTFSNYAMS
GYTYSSYCMG
GYTGIFSSMG
GYTYSSYCMG
GYTYSSYCMG
GFTFSSYGMT
GYTYSLVSMA
GNINSSMWMG
GYTYSTYYMG
GFIYSTYCMG
GFTFSNYAMS
GFTFSTYGMS
GYTARGNCLG
GDTYSGYCMG
GYTYSLVSMA
GFTFSSSPMS
GYTSSVNYIG
GFTFSNSLMM
GYTYSYNCIN
¢-CDR1--)

90
I

I I
RVRQAPGKELEWVSY
WFRQAPGKEFEWVSG

WFRQTPGKGREGVAT
WFRQAPGKDRDWVAA
WVRQAPGKGLEWVST
WVRQAPGKGLEWVST
WVRQAPGKELEWVSY
WFRQVPGKEREGVAV
WFRQAPGKEREGVAA
WVRQAPGKELEWVSY
WFRQAAGKEREGVAA
WVRQAPGKGLEWVSA
WFRQVPGKEREGVAV
WFRQAPGKEREGVAA
WFRQVPGKEREGVAV
WFRQAPGNEREGVAA
WVRQAPGKGLERVSS
WFRQAPGKEREGVAA
WFRQAPGKEREGVAV
WFRQAPGKEREGVAA
WFRQAPGKEREGVAA
WVRQAPGKGLEWVSS
WVRQAPGKGLERVAG
WFRQGPGKEREGVAA
WFRQAPGKEREGVAQ
WFRQAPGKEREGVAA
WVRQAPGKGLEWVST
WFRQAPGKEREGVAA
WVRQAPGKGLEWVSS
WFRQAPGKEREGVAK
---- FR2-----

ITSGGGRT
VNSRGVLE

IEPD-GTT
ISPGMTLT
ISSG-GVR
ISAGGRNT
ITSGGGRT
IDSD-GNT
INFS-GGT
ITSGGGRT
IDSA-GRT
INNGGGST
IDSN-GNT
IDSD-DST
IDSN-GNT
IDSDGSNT
ISVRGYNS
ISIGSGGT
VHSGGSLT
IDSD-GST
IYSDGGSA
INPDGGKT
INSDGRST
ICTG-GST
IDSDGTTN
ISIGSGGT
ISPDAGKT
IGRSTGST
INSHGGTA
IYTGGGYT
(-CDR2-»

120
I

YYADSVKGRFTISRDNAKNTLYLQVNSLKPEDTARYYC
SYTDSVKGRFTISRDNAKNTLYLLMNSLKPEDTGMCYC
SAADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
IYVDSVKGRFAISRDNARNTLYLQLNNLKAEDTAMYYC
YYDDSVKDRFTISRDNAKNTLYLQLNNLRTEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLOMNSLEPEDTAMYYC
YYADSVKGRFTISRDNAKNTLYLQLNSLKPEDTAMYYC
SYADSVKGRFTISKDKNKNTLYLQOMSSLRSEDSAMYYC
YYADSVKGRFTISKDNAKNTLYLQLNSLKTEDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYEDSVKGRFTISRSNAKNTLYLQLNSLKTDDTAMYYC
NYADSVRGRFTISKDNAKNTLYLOMNGLKPEDTAMYYC
YYADSVKGRFTISRDNARNTVYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDDAKNTLYLQLNSLKTEDTAMYYC
YYADSVEGRFTISQDDAKNTVYLOMNSLKPEDTAMYYC
YYADSVKGRFTISHGNAKNTVYLOMNNLQSEDTAMYYC
TYADSVKGRFTISQDNAKNTLYLOMNSLKPEDTAMYYC
YYADSVKGRFTISRDNAKNTVTLOMNNLKPEDTAIYYC
YYAASVKGRFTISRDSAKNTLYLQLNSLKTEDTAMYYC
YYGDSVKGRFTISRDNAKNILYLQLNSLKTEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNRLOSEDTAMYYC
YPDDSVKGRFTISQDNAKNTLYLOMNSLEPEDTAMYYC
YYADSVEGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
YYTDSVKGRLTISRDNFKNTLYLQLNSLKTEDTAMYYC
YYTDSVKGRFTISQDGAKNTVYLOMNSLKPEDTAMYYC
YYADSVKGRFTISQDNAKNTVYLOMNSLKPEDTAMYYC
VYADSVKGRFTISRDNAKNTLYLQLNSLKTEDTAMYYC
¢ - FR3 - --)

—--RYDPNFPY
AAYRMYGGT----WYDGNRYRY

VKGVG--
ADGGEGGGSWSDLWSRLSDFGY
AADLGLSCYL--ESWWYRGYNY
MADRFCGS- --WSLTGPGH
--WSPHSFGH

ARADRFCGS------ WSPHSFGH
AASKYGGRW----— 'YDAHRFGY
AAYRMYGGT ----WYDGNRYRY
AADSYRSYNEYDVLOELADFGY
ARAELQYGGR----WEFSWSDFRY

LTAPLDGGSW---SLDPRRYYY
AADSKYGGR----AYDAHRKGY
AASKYLTAP---—- LDAHRFGY
VKDFYY------—--~ DYSPPP
AAATLYSSRT---SLRPGTYNY
LAHWAGSHY - - --DCYSGSPRY
AKNAPVS--——-——-~ DGSWSP

WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
PGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
YGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
SGQGTQVTVSS
RGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
RSQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS
WGQGTQVTVSS

---3 €--FR4--->




