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Figure S1. Compare the differential abundance (DA) scores of metabolic pathways between (a) lung cancer and healthy control, and (b) early lung cancer and healthy control. The DA score captures the average overall change for all metabolites in the pathway. 
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Figure S2. The receiver operating characteristics (ROC) curves and area under curve (AUC) values of 4 metabolites in the random forest model to distinguish early lung cancer patients from healthy controls. 
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