Table 2 Pathological data of breast cancer clinical samples
	Characteristics
	n

	Gender
	

	Female
	80

	Male
	0

	Age(year)
	

	<60
	65

	≥60
	15

	T stage
	

	1
	36

	2
	40

	3
	2

	4
	2

	N stage
	

	0
	48

	1
	12

	2
	12

	3
	8

	M stage
	

	0
	80

	1
	0

	Histopathological grade
	

	I
	17

	II
	45

	III
	18



Table 3 Pathological data of breast cancer clinical samples
	Number
	Sex
	Age
	HER-2
	ERα
	Recurrence

	01
	Female
	47
	-
	+
	N

	02
	Female
	59
	-
	+
	N

	03
	Female
	54
	-
	+
	N

	04
	Female
	34
	-
	+
	N

	05
	Female
	43
	-
	+
	Y

	06
	Female
	46
	-
	+
	Y

	07
	Female
	37
	-
	+
	Y

	08
	Female
	50
	-
	+
	Y








Table 4 The potential 24 downstream genes of METTL14
	Gene stable ID
	Gene name
	Description
	GO Process

	ENSG00000034510
	TMSB10
	thymosin beta 10
	GO:0007015//actin filament organization

	ENSG00000141522
	ARHGDIA
	Rho GDP dissociation inhibitor alpha 
	GO:0007162//negative regulation of cell adhesion

	ENSG00000176046
	NUPR1
	nuclear protein 1, transcriptional regulator 
	GO:0002526//acute inflammatory response

	ENSG00000214530
	STARD10
	StAR related lipid transfer domain containing 10 
	GO:0006656//phosphatidylcholine biosynthetic process

	ENSG00000065054
	SLC9A3R2
	SLC9A3 regulator 2 
	GO:0065003//macromolecular complex assembly

	ENSG00000101255
	TRIB3
	tribbles pseudokinase 3 
	GO:0000122//negative regulation of transcription from RNA polymerase II promoter

	ENSG00000110536
	PTPMT1
	protein tyrosine phosphatase mitochondrial 1 
	GO:0006470//protein dephosphorylation

	ENSG00000179403
	VWA1
	von Willebrand factor A domain containing 1 
	GO:0030198//extracellular matrix organization

	ENSG00000103266
	STUB1
	STIP1 homology and U-box containing protein 1 
	GO:0000209//protein polyubiquitination

	ENSG00000176485
	PLAAT3
	phospholipase A and acyltransferase 3 
	GO:0006629//lipid metabolic process

	ENSG00000140988
	RPS2
	ribosomal protein S2 
	GO:0000184//nuclear-transcribed mRNA catabolic process, nonsense-mediated decay

	ENSG00000158747
	NBL1
	NBL1, DAN family BMP antagonist 
	GO:0007165//signal transduction

	ENSG00000167085
	PHB
	prohibitin 
	GO:0000122//negative regulation of transcription from RNA polymerase II promoter

	ENSG00000109475
	RPL34
	ribosomal protein L34
	GO:0000184//nuclear-transcribed mRNA catabolic process, nonsense-mediated decay

	ENSG00000122705
	CLTA
	clathrin light chain A
	GO:0006886//intracellular protein transport

	ENSG00000120053
	GOT1
	glutamic-oxaloacetic transaminase 1 
	GO:0006094//gluconeogenesis

	ENSG00000149806
	FAU
	FAU ubiquitin like and ribosomal protein S30 fusion 
	GO:0000184//nuclear-transcribed mRNA catabolic process, nonsense-mediated decay

	ENSG00000254772
	EEF1G
	eukaryotic translation elongation factor 1 gamma
	GO:0006412//translation

	ENSG00000166557
	TMED3
	transmembrane p24 trafficking protein 3 
	GO:0006886//intracellular protein transport

	ENSG00000179218
	CALR
	calreticulin 
	GO:0000122//negative regulation of transcription from RNA polymerase II promoter

	ENSG00000140264
	SERF2
	small EDRK-rich factor 2 
	GO:0031648//protein destabilization

	ENSG00000074071
	MRPS34
	mitochondrial ribosomal protein S34 
	GO:0032543//mitochondrial translation

	ENSG00000137331
	IER3
	immediate early response 3 
	GO:0006915//apoptotic process

	ENSG00000101412
	E2F1
	E2F transcription factor 1 
	GO:0000082//G1/S transition of mitotic cell cycle




Table 5 The top 70 compounds that exhibit potential interaction with METTL14
	Item
	Drug Name
	Docking score

	#01
	Bimosiamose
	-8.658

	#02
	Linarin
	-7.360

	#03
	1,4-b-D-Xylopentaose
	-7.087

	#04
	ABBV-167
	-6.852

	#05
	Fmoc-Ala-Glu-Asn-Lys-NH2
	-6.831

	#06
	Depressine
	-6.824

	#07
	Pectolinarin
	-6.820

	#08
	Poliumoside
	-6.784

	#09
	Luteolin 7-diglucuronide
	-6.738

	#10
	Kuromanin (chloride)
	-6.731

	#11
	MM-102 (TFA)
	-6.722

	#12
	Subasumstat
	-6.414

	#13
	Fosgonimeton
	-6.409

	#14
	CY3
	-6.402

	#15
	Bradykinin (1-7)
	-6.352

	#16
	FMF-04-159-2
	-6.258

	#17
	Plantamajoside
	-6.249

	#18
	Parishin C
	-6.219

	#19
	Isoliquiritin
	-6.191

	#20
	Tyr-Gly-Gly-Phe-Met-OH
	-6.075

	#21
	Cynarin
	-6.029

	#22
	Delphinidin 3-glucoside
(chloride)
	-6.027

	#23
	Methyl-Hesperidin
	-5.932

	#24
	Golotimod (hydrochloride)
	-5.891

	#25
	BRCA1-IN-2
	-5.880

	#26
	Eriocitrin
	-5.871

	#27
	Isoforsythiaside
	-5.864

	#28
	ALV1
	-5.861

	#29
	Dansyl glutathione
	-5.827

	#30
	PSB-12379
	-5.686

	#31
	β-Nicotinamide mononucleotide
	-5.668

	#32
	Hesperidin methylchalcone
	-5.660

	#33
	Gln-AMS (TFA)
	-5.659

	#34
	SLIGRL-NH2
	-5.532

	#35
	TRAP-6 amide
	-5.477

	#36
	Oroxin B
	-5.434

	#37
	Mirabegron
	-5.371

	#38
	Glipizide
	-5.331

	#39
	Deltorphin 2 (TFA)
	-5.323

	#40
	Sirt2-IN-1
	-5.319

	#41
	Cibacron Blue 3G-A
	-5.298

	#42
	Nicotiflorin
	-5.279

	#43
	WKYMVM-NH2 (TFA)
	-5.210

	#44
	tcY-NH2 (TFA)
	-5.205

	#45
	L-690330
	-5.195

	#46
	Diosmin
	-5.189

	#47
	Apigenin-7-O-(2G-rhamnosyl) gentiobioside
	-5.109

	#48
	HeE1-2Tyr
	-5.094

	#49
	Benzamil (hydrochloride)
	-5.089

	#50
	Protease-Activated Receptor-1, PAR-1 Agonist (TFA)
	-5.083

	#51
	Orexin 2 Receptor Agonist
	-5.066

	#52
	PEPA
	-5.020

	#53
	LSKL, Inhibitor of Thrombospondin (TSP-1) (TFA)
	-5.000

	#54
	Ibezapolstat
	-4.977

	#55
	SCR-1481B1
	-4.939

	#56
	Fostemsavir
	-4.920

	#57
	Oglufanide
	-4.914

	#58
	Iopamidol
	-4.901

	#59
	QTX125 (TFA)
	-4.888

	#60
	Ligustroflavone
	-4.886

	#61
	KG-501
	-4.880

	#62
	Cadazolid
	-4.877

	#63
	Iohexol
	-4.872

	#64
	Theaflavin
	-4.870

	#65
	GP531
	-4.818

	#66
	PF-543 (Citrate)
	-4.780

	#67
	BIBO3304 (TFA)
	-4.777

	#68
	MST-312
	-4.749

	#69
	Neuromedin N
	-4.741

	#70
	Oxamflatin
	-4.700






Table 6 Sequences
	Gene
	sequences

	METTL14
	forward
	CTTTCAGAGAACAAAGGAACACTG

	
	reverse
	ACCTTGGAAGAGTGTGTTTACG

	E2F1

	forward 
reverse
	5' TTTGGTGAGCCTGGGGAATC 3'
5' ATGGGGCAGAAGAACAGCTC 3'

	IGF2BP2
	forward 
reverse
	GATGAACAAGCTTTACATCGGG
GATTTTCCCATGCAATTCCACT

	si-IGF2BP2#1
	sense
	CAAACUAGCCGAAGAGAUU(dT)(dT)

	
	antisense
	AAUCUCUUCGGCUAGUUUG(dT)(dT)

	si-IGF2BP2#2
	sense
	GAUAUGCUGGCUGUUAACA(dT)(dT)

	
	antisense
	UGUUAACAGCCAGCAUAUC(dT)(dT)

	si-IGF2BP2#3
	sense
	GAAGUGAUCGUCAGAAUUA(dT)(dT)

	
	antisense
	UAAUUCUGACGAUCACUUC(dT)(dT)


	URB1
	forward 
reverse 
	GGATTCAAAGGGAGTGTACGAC
CCCGTAAAGAAACGCACCTTC

	GAPDH
	forward 
reverse
	AGAAGGCTGGGGCTCATTTG
AGGGGCCATCCACAGTCTTC

	sh-METTL14#1
	sense
	GCTAAAGGATGAGTTAATAGC

	
	antisense
	GCTATTAACTCATCCTTTAGC

	sh-METTL14#2
	sense
	GGATCAAAGGAACTGTGAAGC

	
	antisense
	GCTTCACAGTTCCTTTGATCC

	sh-METTL14#3
	sense
	GGATCAAAGGAACTGTGAAGC

	
	antisense
	GCATTGGTGCCGTGTTAAATA

	C57BL / 6NCrl-Mettl14em1(IMPC)Tcp
	Cas9 sgRNA
sequences
	TCTGTCAGCTAAACCTAAGG
ATAAGCGTGTACTCTCTGGG
GATTAGTGAGATCATCTGAT

	Mettl14-WT
	forward 
	AGATAGACTTCAGGACTGCAGTTC

	
	reverse
	CACTGAACTACTTACATGGGAGGAG

	Mettl14-em1
	forward 
	ACTCTTCCTGTTAACGGCTTTGAG

	
	reverse
	ATAAATGACCGAGGTGCTGCAATC




