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Materials and methods 
Materials
TMB and MTT were purchased from Aladdin Biochemical Technology Co., Ltd. (Shanghai, China). DPPH was purchased from Shanghai Macklin Biochemical Co., Ltd (Shanghai, China). The fluorescent dye DiL and DiR, ABTS, 2',7'-Dichlorodihydrofluorescein diacetate (DCFH-DA), mitochondrial membrane potential assay Kit, and total RNA extraction kit were purchased from Beyotime Biotechnology (Shanghai, China). Coralite488-conjugated goat anti-rabbit IgG (H+L) (SA00013-2) and HRP-conjugated Goat Anti-Rabbit IgG (H+L) (SA00001-2) were purchased from Proteintech Group, Inc (Wuhan, China). MPO assay kit (BC5710), Alcian Blue Stain Kit (G1560), eosin Y stain solution (G1100), and hematoxylin (H8070) were purchased from the Beijing Solarbio Science & Technology Co., Ltd (Beijing, China).
Mice UC models
[bookmark: _Hlk192535616]Preventive modeling: 6-8-week-old C57/BL6 female mice were drinking DSS water (2.5 % w/v) freely for 7 days to establish a DSS-induced UC model. Each group contained 6 mice. The experimental groups were given 15 mg/kg MCEVs and 30 mg/kg MCEVs separately every day after modeling. The body weight, fecal state, and fecal occult blood conditions were observed and recorded every day. An endoscopic system was used to detect conditions in the intestines of mice on day 11. Subsequently, mice were executed, and the colon and spleen were collected for further analysis. Disease activity index (DAI) scoring rules are shown in Table S6.
Therapeutic modeling: 6-8-week-old C57/BL6 female mice were drinking DSS water (2.5 % w/v) freely for 6 days to establish a DSS-induced UC model. Each group contained 6 mice. The experimental groups were given 15 mg/kg MCEVs and 30 mg/kg MCEVs separately every 2 days for 7 days. The body weight, fecal state, and fecal occult blood conditions were observed and recorded every day. An endoscopic system was used to detect conditions in the intestines of mice on day 8. Subsequently, mice were executed, and the colon and spleen were collected for further analysis. 
Colon tissue immunocytometry: The mice were fixed on the operating table after cervical dislocation, and the abdomen of the mice was wiped and disinfected with 75% alcohol. The abdominal skin of the mice was cut open to expose the abdominal cavity. The colon was separated from the end of the cecum to the anus, and the colon contents were collected with PBS. All the fat and mesenteric residual tissue on the surface were carefully removed with forceps. The colon was cut open longitudinally with scissors and rinsed with PBS for 3 minutes. Then the colon was divided into small segments of about 2 cm, transferred to PBS containing 1 mM DTT, and shaken vigorously on a horizontal shaker at 220 rpm and 37 °C for 10 minutes. The intestinal tissue washed with PBS was removed and transferred to 30 mM EDTA in PBS, and then it was shaken vigorously at 220 rpm and 37 °C for 10 min. The intestinal tissue was removed and transferred to 1640 complete medium and rinsed for 3 min. Then, transfer the colon tissue to 1640 complete medium with 150 μg/mL DNase I and 200 U/mL collagenase VIII, cut it into small pieces of about 0.5 cm³. Finally, it was digested in a CO₂ incubator at 37 °C and 5% CO₂ for 60 - 90 min. The digested tissue was filtered with a 70 μm filter membrane, and the filtrate was collected and centrifuged, and then the cell pellet was collected. The cell pellet was resuspended with 40% Percoll, and 80% Percoll was added for density gradient centrifugation. Centrifuge at 800 × g for 20 min to obtain the intermediate layer of purified lymphocytes. The lymphocytes were washed with PBS and centrifuged again to obtain pure lymphocytes. Antibodies CD45, CD11b, and Ly6G were added, and the cells were stained for 30 min. After washing the excess antibodies with PBS, the cells were observed under a microscope.
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[bookmark: _Hlk168321275][bookmark: _GoBack]Figure S1. Characterization of MCEVs. (A) Particle size change and (B) statistical results of MCEVs incubated in NaCl and Culture medium at 37°C for 30 min. (C) TEM images of MCEVs incubated in serum at 37°C for 30 min. The scavenging ability of (D) 1,1 -diphenyl-2-pyridine hydrazide (DPPH) radical and (E)·OH was measured by UV spectrophotometry. 
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Figure S2. The cellular uptake efficiency of MCEVs by RAW 264.7 cells was quantified by flow cytometry. Data were shown as mean ± SD. n = 3.
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Figure S3. TEM images of MCEVs after Proteinase K and RNase A digestion. 
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Figure S4. The effects of mitigating inflammation of MCEVs in vivo. (A) Flow cytometry of the proportion of leucocytes in the lamina propria of the colon. (B) Statistical chart of leucocytes in the lamina propria of the colon. (C) Flow cytometry of the proportion of neutrophils in leucocytes. (D) Statistical chart of neutrophils in leucocytes. Data were shown as means ± SD. n≥3, *: P < 0.05, **: P < 0.01, ***: P < 0.001, ns: P > 0.05, indicating no significance.






















Table S1. Primer sequences used for real-time RT-PCR.
	Gene
	Forward primer (5’→3’)
	Reverse primer (5’→3’)

	GAPDH
	TGTGTCCGTCGTGGATCTGA
	TTGCTGTTGAAGTCGCAGGAG

	IL-6
	ACAAGTCGGAGGCTTAATTACACAT
	TTGCCATTGCACAACTCTTTTC

	IL-1β
	TCGCTCAGGGTCACAAGAAA
	CATCAGAGGCAAGGAGGA AAA C

	TNF-α
	AGGCTGCCCCGACTACGT
	GACTTTCTCCTGGTATGAGATAGCAAA



































Table S2. Proteomic analysis for MCEVs.
	Nos.
	PG.ProteinDescriptions

	1
	RING-type E3 ubiquitin transferase

	2
	L-threonate dehydrogenase

	3
	RING-type E3 ubiquitin transferase

	4
	procollagen-proline 4-dioxygenase

	5
	L-ascorbate peroxidase

	6
	dolichyl-diphosphooligosaccharide--protein glycotransferase

	7
	Photosystem II D2 protein

	8
	5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase

	9
	Probable LRR receptor-like serine/threonine-protein kinase At3g47570

	10
	malate dehydrogenase

	11
	Alanine--tRNA ligase

	12
	Methyltransferase

	13
	Probable methyltransferase PMT26

	14
	Receptor-like protein kinase At4g00960 isoform X2;Cysteine-rich receptor-like protein kinase 10 isoform X1

	15
	non-specific serine/threonine protein kinase

	16
	Ethylene receptor

	17
	Lipoxygenase

	18
	leucine--tRNA ligase

	19
	2-methyl-6-phytyl-1,4-hydroquinone methyltransferase, chloroplastic

	20
	Receptor-like protein kinase HAIKU2

	21
	Methyltransferase

	22
	non-specific serine/threonine protein kinase

	23
	Adenosylhomocysteinase

	24
	Plant intracellular Ras-group-related LRR protein 5-like

	25
	Methyltransferase

	26
	Leucine-rich repeat receptor protein kinase MSP1-like

	27
	HECT-type E3 ubiquitin transferase

	28
	non-specific serine/threonine protein kinase

	29
	RING-type E3 ubiquitin transferase

	30
	non-specific serine/threonine protein kinase

	31
	Probable prolyl 4-hydroxylase 9 isoform X1;Probable prolyl 4-hydroxylase 9 isoform X3;Probable prolyl 4-hydroxylase 9 isoform X2

	32
	Photosystem II protein D1

	33
	GMP synthase [glutamine-hydrolyzing]

	34
	Receptor-like serine/threonine-protein kinase

	35
	Acetyltransferase component of pyruvate dehydrogenase complex

	36
	Methyltransferase DDB_G0268948

	37
	dolichyl-diphosphooligosaccharide--protein glycotransferase

	38
	S-acyltransferase

	39
	Tocopherol O-methyltransferase, chloroplastic

	40
	non-specific serine/threonine protein kinase

	41
	Mannosyl-oligosaccharide glucosidase

	42
	Probable prolyl 4-hydroxylase 10

	43
	procollagen-proline 4-dioxygenase

	44
	Clathrin light chain

	45
	L-ascorbate peroxidase

	46
	serine O-acetyltransferase

	47
	Ribulose bisphosphate carboxylase large chain

	48
	Acetyl-CoA carboxylase 1-like

	49
	HECT-type E3 ubiquitin transferase

	50
	non-specific serine/threonine protein kinase

	51
	Receptor-like protein 51

	52
	alanine--glyoxylate transaminase

	53
	Trifunctional UDP-glucose 4,6-dehydratase/UDP-4-keto-6-deoxy-D-glucose 3,5-epimerase/UDP-4-keto-L-rhamnose-reductase RHM1

	54
	Malate dehydrogenase

	55
	non-specific serine/threonine protein kinase

	56
	fumarate hydratase

	57
	non-specific serine/threonine protein kinase

	58
	Serine hydroxymethyltransferase

	59
	Probable inactive receptor kinase At2g26730

	60
	Pyruvate dehydrogenase E1 component subunit alpha

	61
	Pyrroline-5-carboxylate reductase

	62
	S-adenosylmethionine synthase

	63
	Receptor-like serine/threonine-protein kinase

	64
	HECT-type E3 ubiquitin transferase

	65
	Uncharacterized protein At3g49720

	66
	UDP-arabinopyranose mutase

	67
	UDP-arabinopyranose mutase

	68
	Phenylalanine ammonia-lyase

	69
	Probably inactive leucine-rich repeat receptor-like protein kinase At5g48380

	70
	RING-type E3 ubiquitin transferase

	71
	Inactive LRR receptor-like serine/threonine-protein kinase BIR2

	72
	Bifunctional fucokinase/fucose pyrophosphorylase

	73
	aminocyclopropanecarboxylate oxidase

	74
	BRASSINOSTEROID INSENSITIVE 1-associated receptor kinase 1-like isoform X2

	75
	Delta-1-pyrroline-5-carboxylate synthase

	76
	threonine--tRNA ligase

	77
	Somatic embryogenesis receptor kinase 2

	78
	non-specific serine/threonine protein kinase

	79
	Glutamate dehydrogenase

	80
	RING-type E3 ubiquitin transferase

	81
	Uncharacterized protein At3g49720-like

	82
	LOW QUALITY PROTEIN: glycosylphosphatidylinositol anchor attachment 1 protein-like

	83
	Receptor protein kinase TMK1

	84
	Methyltransferase

	85
	Ferritin

	86
	glutamate--tRNA ligase

	87
	methionine--tRNA ligase

	88
	Argininosuccinate lyase, chloroplastic-like

	89
	Cysteine synthase

	90
	Pyruvate dehydrogenase E1 component subunit beta

	91
	Leucine-rich repeat receptor-like serine/threonine/tyrosine-protein kinase SOBIR1

	92
	monodehydroascorbate reductase (NADH)

	93
	non-specific serine/threonine protein kinase

	94
	S-acyltransferase

	95
	monodehydroascorbate reductase (NADH)

	96
	Serine hydroxymethyltransferase

	97
	Acireductone dioxygenase

	98
	Receptor-like protein 12

	99
	AUGMIN subunit 4

	100
	24-methylene sterol C-methyltransferase 2

	101
	Methyltransferase

	102
	Methyltransferase

	103
	monodehydroascorbate reductase (NADH)

	104
	BRASSINOSTEROID INSENSITIVE 1-associated receptor kinase 1-like

	105
	serine C-palmitoyltransferase

	106
	KH domain-containing protein HEN4-like

	107
	Alpha-1,6-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase

	108
	Probable inactive receptor kinase At5g58300

	109
	Receptor-like serine/threonine-protein kinase

	110
	Probable disease resistance protein At4g27220

	111
	Serine/threonine-protein kinase TOR

	112
	L-ascorbate peroxidase

	113
	Cysteine synthase

	114
	histidine--tRNA ligase

	115
	Dihydrolipoyl dehydrogenase

	116
	Plant intracellular Ras-group-related LRR protein 7 isoform X2;Plant intracellular Ras-group-related LRR protein 7 isoform X1

	117
	Receptor-like serine/threonine-protein kinase

	118
	E1 ubiquitin-activating enzyme

	119
	Methyltransferase

	120
	aspartate--tRNA ligase

	121
	D-3-phosphoglycerate dehydrogenase

	122
	S-adenosylmethionine synthase

	123
	Protein STRUBBELIG-RECEPTOR FAMILY 7-like isoform X1;non-specific serine/threonine protein kinase

	124
	argininosuccinate synthase

	125
	Acetolactate synthase small subunit 2, chloroplastic-like

	126
	Photosystem II D2 protein

	127
	Uncharacterized protein LOC111015892 isoform X2;Uncharacterized protein LOC111015892 isoform X1

	128
	Asparagine synthetase [glutamine-hydrolyzing]

	129
	Eukaryotic translation initiation factor 3 subunit L

	130
	non-specific serine/threonine protein kinase

	131
	alanine transaminase

	132
	Aspartate aminotransferase

	133
	Cyano alanine nitrilase

	134
	Receptor-like protein kinase At3g21340

	135
	2-isopropyl malate synthase

	136
	D-3-phosphoglycerate dehydrogenase

	137
	non-specific serine/threonine protein kinase

	138
	Acetyl-coenzyme A carboxylase carboxyl transferase subunit beta, chloroplastic

	139
	LOW-QUALITY PROTEIN: branched-chain-amino-acid aminotransferase-like protein 1

	140
	Delta-1-pyrroline-5-carboxylate synthase

	141
	5'-methylthioadenosine/S-adenosylhomocysteine nucleosidase 1

	142
	RING-type E3 ubiquitin transferase

	143
	Dihydro lipoyl lysine-residue succinyltransferase

	144
	Probable LRR receptor-like serine/threonine-protein kinase At2g16250

	145
	Glutamate decarboxylase

	146
	Pre-mRNA-processing factor 19

	147
	MDIS1-interacting receptor-like kinase 2-like

	148
	non-reducing end alpha-L-arabinofuranosidase

	149
	acetyl-CoA carboxy transferase

	150
	L-type lectin-domain containing receptor kinase IX.1-like

	151
	Dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase complex

	152
	S-acyltransferase

	153
	E3 ubiquitin-protein ligase

	154
	non-specific serine/threonine protein kinase

	155
	Uncharacterized protein LOC111013146

	156
	Receptor-like kinase TMK4

	157
	Receptor-like serine/threonine-protein kinase

	158
	Biotin carboxylase

	159
	Phosphoserine aminotransferase

	160
	S-acyltransferase

	161
	non-specific serine/threonine protein kinase

	162
	Methyltransferase

	163
	Bifunctional aspartokinase/homoserine dehydrogenase 1, chloroplastic-like

	164
	5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase

	165
	L-ascorbate peroxidase

	166
	non-specific serine/threonine protein kinase

	167
	Arogenate dehydratase

	168
	isoleucine--tRNA ligase

	169
	Mediator of RNA polymerase II transcription subunit 36a-like

	170
	Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial isoform X2; Methylcrotonoyl-CoA carboxylase subunit alpha, mitochondrial isoform X1

	171
	RING-type E3 ubiquitin transferase

	172
	Plant intracellular Ras-group-related LRR protein 4

	173
	cysteine--tRNA ligase

	174
	arginine--tRNA ligase

	175
	phenylalanine--tRNA ligase

	176
	GDP-L-fucose synthase

	177
	Receptor-like protein kinase At3g21340

	[bookmark: _Hlk181439405]178
	methylcrotonoyl-CoA carboxylase

	179
	Glutamine synthetase

	180
	LRR receptor-like serine/threonine-protein kinase FLS2

	181
	Probable LRR receptor-like serine/threonine-protein kinase At5g10290 isoform X2;Probable LRR receptor-like serine/threonine-protein kinase At5g10290 isoform X1

	182
	LRR receptor-like serine/threonine-protein kinase RPK2

	183
	Serine/threonine-protein phosphatase

	184
	peptidyl-tRNA hydrolase

	185
	Protein-S-isoprenylcysteine O-methyltransferase

	186
	caffeate O-methyltransferase

	187
	procollagen-proline 4-dioxygenase

	188
	Malate dehydrogenase

	189
	Small ribosomal subunit protein uS4c

	190
	Probable inactive receptor kinase At1g48480

	191
	Glutamyl-tRNA reductase

	192
	Probable inactive receptor-like protein kinase At3g56050

	193
	Probable L-type lectin-domain containing receptor kinase VII.2

	194
	acetyl-CoA carboxy transferase

	195
	Uncharacterized protein LOC111012976

	196
	spermidine synthase

	197
	Ethylene receptor

	198
	RING-type E3 ubiquitin transferase

	199
	Inactive leucine-rich repeat receptor-like serine/threonine-protein kinase At1g60630

	200
	Cysteine synthase

	201
	non-specific serine/threonine protein kinase

	202
	Serine/threonine-protein phosphatase

	203
	L-ascorbate oxidase

	204
	histidine kinase

	205
	Ornithine aminotransferase

	206
	Protein-serine/threonine kinase

	207
	Mitogen-activated protein kinase

	208
	RING-type E3 ubiquitin transferase

	209
	Probable inactive receptor kinase At5g10020

	210
	40S ribosomal protein S9-2-like;40S ribosomal protein S9-2

	211
	Serine/threonine-protein phosphatase

	212
	Peptide-methionine (R)-S-oxide reductase

	213
	S-acyltransferase

	214
	non-specific serine/threonine protein kinase

	215
	Cell wall hydroxyproline-rich glycoprotein

	216
	Phosphatidylinositol 3,4,5-trisphosphate 3-phosphatase and protein-tyrosine-phosphatase PTEN2A

	217
	non-specific serine/threonine protein kinase

	218
	L-ascorbate peroxidase

	219
	non-specific serine/threonine protein kinase

	220
	Glutamate decarboxylase

	221
	Methyltransferase

	222
	Probable LRR receptor-like serine/threonine-protein kinase At4g20940

	223
	non-specific serine/threonine protein kinase

	224
	[bookmark: OLE_LINK3][bookmark: OLE_LINK4]tRNA 4-demethylwyosine synthase (AdoMet-dependent)

	225
	glutamine--fructose-6-phosphate transaminase (isomerizing)

	226
	non-specific serine/threonine protein kinase

	227
	L-arabinokinase-like isoform X3;L-arabinokinase-like isoform X1;L-arabinokinase-like isoform X2

	228
	[bookmark: OLE_LINK5][bookmark: OLE_LINK6]3-methyl-2-oxo butanoate dehydrogenase (2-methyl propanoyl-transferring)

	229
	monodehydroascorbate reductase (NADH)

	230
	glutathione dehydrogenase (ascorbate)

	231
	E3 ubiquitin-protein ligase listerin

	232
	5-methyltetrahydropteroyltriglutamate--homocysteine S-methyltransferase

	233
	Inactive LRR receptor-like serine/threonine-protein kinase BIR2

	234
	Probably inactive leucine-rich repeat receptor-like protein kinase IMK2

	235
	proline--tRNA ligase

	236
	argininosuccinate synthase

	237
	glutamine--tRNA ligase

	238
	Asparagine synthetase [glutamine-hydrolyzing]

	239
	glutathione dehydrogenase (ascorbate)

	240
	LRR receptor-like serine/threonine-protein kinase FEI 1

	241
	Phytoene dehydrogenase

	242
	Probable L-type lectin-domain containing receptor kinase S.5

	243
	Autophagy-related protein 2

	244
	non-specific serine/threonine protein kinase

	245
	Serine/threonine-protein phosphatase

	246
	homoserine kinase

	247
	Receptor-like protein kinase At3g47110

	248
	Transformation/transcription domain-associated protein-like

	249
	Uncharacterized protein LOC111011773

	250
	Acetolactate synthase

	251
	DNA-directed RNA polymerases II, IV, and V subunit 3-like

	252
	Glycine cleavage system P protein

	253
	Protein STRUBBELIG-RECEPTOR FAMILY 3-like

	254
	S-acyltransferase

	255
	Uncharacterized protein LOC111014861 isoform X2;Uncharacterized protein LOC111014861 isoform X1

	256
	non-specific serine/threonine protein kinase

	257
	Uncharacterized protein LOC111019353

	258
	1-aminocyclopropane-1-carboxylate synthase

	259
	TMV resistance protein N-like

	260
	Probable bifunctional methylthioribulose-1-phosphate dehydratase/enolase-phosphatase E1

	261
	Probable inactive receptor kinase At1g48480

	262
	Methyltransferase

	263
	E2 ubiquitin-conjugating enzyme

	264
	non-specific serine/threonine protein kinase

	265
	Mitogen-activated protein kinase

	266
	Malate dehydrogenase

	267
	Elongator complex protein 3

	268
	Protein-S-isoprenylcysteine O-methyltransferase

	269
	Polypyrimidine tract-binding protein homolog 3-like isoform X1;Polypyrimidine tract-binding protein homolog 3

	270
	Tryptophan synthase

	271
	glutamate-1-semialdehyde 2,1-aminomutase

	272
	Glycosyltransferase

	273
	aspartate-semialdehyde dehydrogenase

	274
	Methyltransferase

	275
	Phosphomannomutase

	276
	non-specific serine/threonine protein kinase

	277
	Serine/threonine-protein phosphatase

	278
	S-acyltransferase

	279
	histidine kinase

	280
	Serine hydroxymethyltransferase

	281
	CASP-like protein

	282
	L-idonate 5-dehydrogenase-like isoform X2

	283
	Probable L-type lectin-domain containing receptor kinase S.5

	284
	non-specific serine/threonine protein kinase

	285
	Threonylcarbamoyladenosine tRNA methylthiotransferase

	286
	CDP-diacylglycerol--serine O-phosphatidyl transferase

	287
	Probable inactive receptor kinase At3g02880

	288
	Imidazole glycerol phosphate synthase hisHF

	289
	Probable inactive receptor kinase At4g23740

	290
	non-specific serine/threonine protein kinase

	291
	non-specific serine/threonine protein kinase

	292
	Ketol-acid reductoisomerase

	293
	mitogen-activated protein kinase kinase

	294
	non-specific serine/threonine protein kinase

	295
	histidine--tRNA ligase

	296
	diaminopimelate epimerase

	297
	Probable inactive receptor kinase At5g58300

	298
	L-galactono-1,4-lactone dehydrogenase, mitochondrial

	299
	Protein NSP-INTERACTING KINASE 2-like isoform X2;Protein NSP-INTERACTING KINASE 2-like isoform X1

	300
	S-acyltransferase

	301
	non-specific serine/threonine protein kinase

	302
	Clathrin light chain

	303
	L-galactose dehydrogenase

	304
	Receptor-like serine/threonine-protein kinase

	305
	Leucine-rich repeat receptor-like protein kinase At2g19210 isoform X4;Probable LRR receptor-like serine/threonine-protein kinase At1g05700 isoform X1;Leucine-rich repeat receptor-like protein kinase At2g19210 isoform X3;Probable LRR receptor-like serine/threonine-protein kinase At1g05700 isoform X2

	306
	histidine kinase

	307
	Plant intracellular Ras-group-related LRR protein 3

	308
	Chitinase

	309
	Probable LRR receptor-like serine/threonine-protein kinase At1g12460

	310
	non-specific serine/threonine protein kinase

	311
	Clathrin light chain

	312
	Peptide-methionine (R)-S-oxide reductase

	313
	Threonylcarbamoyl-AMP synthase

	314
	RBR-type E3 ubiquitin transferase

	315
	Receptor-like serine/threonine-protein kinase

	316
	Diphthine--ammonia ligase

	317
	3-hydroxyisobutyryl-CoA hydrolase

	318
	RING-type E3 ubiquitin transferase

	319
	protein-serine/threonine phosphatase

	320
	non-specific serine/threonine protein kinase

	321
	Probable inactive ATP-dependent zinc metalloprotease FTSHI 2, chloroplastic

	322
	Reactive Intermediate Deaminase A, chloroplastic

	323
	non-specific serine/threonine protein kinase

	324
	Probable leucine-rich repeat receptor-like protein kinase At1g35710

	325
	DNA-directed RNA polymerases I and III subunit RPAC1

	326
	tRNA (Cytosine(34)-C(5))-methyltransferase-like

	327
	L-type lectin-domain containing receptor kinase VII.1-like

	328
	alanine transaminase

	329
	HECT-type E3 ubiquitin transferase

	330
	RING-type E3 ubiquitin transferase

	331
	15-cis-phytoene synthase

	332
	Plant intracellular Ras-group-related LRR protein 9-like

	333
	RING-type E3 ubiquitin transferase

	334
	Protein STRUBBELIG-RECEPTOR FAMILY 8

	335
	DNA-directed RNA polymerases II, IV, and V subunit 11

	336
	Uncharacterized acetyltransferase At3g50280-like

	337
	non-specific serine/threonine protein kinase

	338
	Lysine--tRNA ligase

	339
	Protein-L-isoaspartate O-methyltransferase;Protein-L-isoaspartate O-methyltransferase;Protein-L-isoaspartate O-methyltransferase 1-like isoform X1;Protein-L-isoaspartate O-methyltransferase

	340
	Phosphoglycerate kinase

	341
	Protein N-terminal glutamine amidohydrolase

	342
	Methyltransferase

	343
	Anamorsin homolog

	344
	peptidyl-tRNA hydrolase

	345
	Receptor-like serine/threonine-protein kinase

	346
	methionine--tRNA ligase

	347
	Trifunctional UDP-glucose 4,6-dehydratase/UDP-4-keto-6-deoxy-D-glucose 3,5-epimerase/UDP-4-keto-L-rhamnose-reductase RHM3-like

	348
	Uncharacterized protein LOC111007033

	349
	Probable LRR receptor-like serine/threonine-protein kinase At4g36180

	350
	U2 small nuclear ribonucleoprotein A'

	351
	feruloyl-CoA 6-hydroxylase

	352
	Probable prolyl 4-hydroxylase 3

	353
	LRR receptor-like serine/threonine-protein kinase HSL2

	354
	Adenylyltransferase and sulfurtransferase MOCS3

	355
	Methylthioribose-1-phosphate isomerase

	356
	Methyltransferase

	357
	LRR receptor-like serine/threonine-protein kinase RPK2-like protein;LRR receptor-like serine/threonine-protein kinase RPK2

	358
	RING-type E3 ubiquitin transferase

	359
	Caffeic acid 3-O-methyltransferase

	360
	non-specific serine/threonine protein kinase

	361
	Receptor-like protein kinase HSL1

	362
	RING-type E3 ubiquitin transferase

	363
	non-specific serine/threonine protein kinase

	364
	Mitogen-activated protein kinase

	365
	Protein STRUBBELIG-RECEPTOR FAMILY 2

	366
	UDP-arabinopyranose mutase

	367
	Phenylalanine ammonia-lyase

	368
	non-specific serine/threonine protein kinase

	369
	Probable low-specificity L-threonine aldolase 1

	370
	non-specific serine/threonine protein kinase

	371
	L-type lectin-domain containing receptor kinase IX.1-like

	372
	TMV resistance protein N-like isoform X1; TMV resistance protein N-like isoform X2

	373
	RING-type E3 ubiquitin transferase

	374
	Photosystem II reaction center protein L

	375
	Serine/threonine-protein phosphatase

	376
	Receptor-like protein kinase HAIKU2

	377
	Ribosome inactivating protein (Fragment)

	378
	Homoserine dehydrogenase

	379
	non-specific serine/threonine protein kinase

	380
	RNA polymerase II subunit A C-terminal domain phosphatase SSU72

	381
	Receptor-like kinase TMK3

	382
	non-specific serine/threonine protein kinase

	383
	Protein arginine N-methyltransferase

	384
	Isovaleryl-CoA dehydrogenase, mitochondrial

	385
	cyclin-dependent kinase

	386
	tyrosine--tRNA ligase

	387
	DNA-directed RNA polymerases II, IV, and V subunit 12

	388
	non-specific serine/threonine protein kinase

	389
	ABC transporter G family member 31-like

	390
	Mitogen-activated protein kinase 9; Mitogen-activated protein kinase 20-like

	391
	Mitogen-activated protein kinase

	392
	Disease resistance protein RGA3

	393
	Phenylalanine ammonia-lyase

	394
	threonine--tRNA ligase

	395
	RING-type E3 ubiquitin transferase

	396
	Protein-lysine N-methyltransferase LOC111013281

	397
	amidophosphoribosyltransferase

	398
	Alpha-1,3-mannosyl-glycoprotein 2-beta-N-acetylglucosaminyltransferase

	399
	Disease resistance protein RGA3

	400
	S-acyltransferase

	401
	Mitogen-activated protein kinase

	402
	Probable LRR receptor-like serine/threonine-protein kinase At2g16250

	403
	Arginyl-tRNA--protein transferase

	404
	non-specific serine/threonine protein kinase

	405
	Spermine synthase-like;Spermine synthase isoform X2;Spermine synthase isoform X1

	406
	Receptor-like serine/threonine-protein kinase

	407
	amino-acid N-acetyltransferase

	408
	tRNA (guanine(26)-N(2))-dimethyltransferase

	409
	Probable inactive receptor kinase At1g48480

	410
	RING-type E3 ubiquitin transferase

	411
	Fumarylacetoacetase

	412
	Poly [ADP-ribose] polymerase

	413
	Acetylglutamate kinase, chloroplastic

	414
	RING-type E3 ubiquitin transferase

	415
	indole-3-glycerol-phosphate synthase

	416
	Cysteine protease

	417
	Disease resistance protein RGA3

	418
	phosphoethanolamine N-methyltransferase






Table S3. MicroRNA sequencing analysis for MCEVs.
	Nos.
	miR_name
	miR_seq
	Len

	1
	ath-miR8175_L-1R-1
	ATCCCCGGCAACGGCGCC
	18

	2
	ath-miR8175_L-2
	TCCCCGGCAACGGCGCCA
	18

	3
	cme-MIR160c-p5_2ss13AG17AG
	AGCCATGCATGTGTAAGT
	18

	4
	cme-miR393a_R-3
	TCCAAAGGGATCGCATTG
	18

	5
	cst-MIR11334-p5_2ss8TG17TC
	AAGGAGTGTGTAACAACT
	18

	6
	gma-MIR4995-p5_3
	CTCATAGGCAGTGGCTTG
	18

	7
	gma-miR6300
	GTCGTTGTAGTATAGTGG
	18

	8
	mtr-MIR2610b-p5_2ss17CA18AC
	AAGGCGAAAGTGAAATAC
	18

	9
	nta-MIR172f-p3_2ss14CG18TA
	TTGGAACGATACAGAGAA
	18

	10
	ath-miR8175_L-1
	ATCCCCGGCAACGGCGCCA
	19

	11
	ath-miR8175_L-1_1ss2AT
	TTCCCCGGCAACGGCGCCA
	19

	12
	cli-miR-124-3p_R-3
	TAAGGCACGCGGTGAATGC
	19

	13
	cme-miR159b_R-2_1ss1AT
	TTTGGATTGAAGGGAGCTC
	19

	14
	gma-MIR5368-p3_2ss1AT18CA
	TGAGATACCACTCTGGAAG
	19

	15
	gma-MIR5368-p5_1ss17CA
	GAGATACCACTCTGGAAGA
	19

	16
	lja-MIR11079-p3_1ss8AT
	AAGGCCATGGGGAGATACC
	19

	17
	nta-MIR172f-p3_2ss15CG19TA
	ATTGGAACGATACAGAGAA
	19

	18
	peu-MIR2916-p5_1ss2AG
	CGTCCTAGTCTCAACCATA
	19

	19
	peu-MIR2916-p5_2ss4AG19TG_1
	GGGGCTCGAAGACGATCAG
	19

	20
	ptc-miR6478_R-2
	CCGACCTTAGCTCAGTTGG
	19

	21
	ath-miR8175
	GATCCCCGGCAACGGCGCCA
	20

	22
	cme-miR156a
	TGACAGAAGAGAGTGAGCAC
	20

	23
	cme-miR156a_1ss14TA
	TGACAGAAGAGAGAGAGCAC
	20

	24
	cme-MIR159b-p5_1ss19GC
	TTGCATGCGCTCGGAGCTCT
	20

	25
	cme-MIR160a-p3
	GCGTATGAGGAGCCATGCAT
	20

	26
	cme-miR319a
	TTGGACTGAAGGGAGCTCCC
	20

	27
	ghr-miR394a
	TTGGCATTCTGTCCACCTCC
	20

	28
	ghr-MIR7499-p3_2ss10GC17CG
	GGTTAATTCCGTTAACGAAC
	20

	29
	gma-miR4388_L-1R-3_1ss18TA
	ATCTTAGGGACCAAATAGAC
	20

	30
	gma-MIR4995-p5_1
	ACTCATAGGCAGTGGCTTGG
	20

	31
	gma-MIR4995-p5_2
	CAGTGGCTTGGTTAAGGGAA
	20

	32
	gma-MIR5368-p3_1ss11CA
	CCACTCTGGAAGAGCTAGAA
	20

	33
	gma-MIR5368-p5_1ss18AG_1
	CAGCTTAGGTGGAGGGCGAA
	20

	34
	gma-miR6300_R+2
	GTCGTTGTAGTATAGTGGTA
	20

	35
	aly-miR157a-5p_1ss6AG
	TTGACGGAAGATAGAGAGCAC
	21

	36
	aly-miR172a-3p
	AGAATCTTGATGATGCTGCAT
	21

	37
	aly-miR2111a-5p
	TAATCTGCATCCTGAGGTTTA
	21

	38
	aly-miR393a-5p_R-1_1ss21CT
	TCCAAAGGGATCGCATTGATT
	21

	39
	aqc-miR398a
	TGTGTTCTCAGGTCACCCCTT
	21

	40
	ath-miR172a
	AGAATCTTGATGATGCTGCAT
	21

	41
	cli-miR-101-3p
	TACAGTACTGTGATAACTGAA
	21

	42
	cli-miR-122-5p_R-1
	TGGAGTGTGACAATGGTGTTT
	21

	43
	cli-miR-126-3p_R-1
	TCGTACCGTGAGTAATAATGC
	21

	44
	cli-miR-128-3p
	TCACAGTGAACCGGTCTCTTT
	21

	45
	cli-miR-129-5p
	CTTTTTGCGGTCTGGGCTTGC
	21

	46
	cli-miR-1306-3p_L+1R-1
	GACGTTGGCTCTGGTGGTGAT
	21

	47
	cli-miR-142-3p
	TAGTGTTTCCTACTTTATGGA
	21

	48
	cli-miR-142-5p_L+2R-2
	CCCATAAAGTAGAAAGCACTA
	21

	49
	cli-miR-143-5p
	GGTGCAGTGCTGCATCTCTGG
	21

	50
	cli-miR-145-3p_R-2
	GGATTCCTGGAAATACTGTTC
	21

	51
	cli-miR-148b-3p_R-1_1ss10CG
	TCAGTGCATGACAGAACTTGG
	21

	52
	cli-miR-15b-3p_R-1_1ss20TC
	CGAATCATTATTTGCTGCTCT
	21

	53
	cli-miR-16a-2-3p_L-1R-1_2ss11TC22AT
	CCAATATTACTGTGCTGCTTT
	21

	54
	cli-miR-199-3p_L-1R-1
	ACAGTAGTCTGCACATTGGTT
	21

	55
	cli-miR-218-5p
	TTGTGCTTGATCTAACCATGT
	21

	56
	cli-miR-222a-5p_L-2_1ss11TC
	CTCAGTAGCCAGTGTAGATCC
	21

	57
	cli-miR-27b-3p
	TTCACAGTGGCTAAGTTCTGC
	21

	58
	cli-miR-32-5p_R-1_1ss17GA
	TATTGCACATTACTAAATTGC
	21

	59
	cli-miR-451-5p_R-2_1ss19TA
	AAACCGTTACCATTACTGAGT
	21

	60
	cli-miR-99-5p_R-1
	AACCCGTAGATCCGATCTTGT
	21

	61
	cme-miR156g_R+1_1ss14GT
	TGACAGAAGAGAGTGAGCACG
	21

	62
	cme-miR159a
	TTTGGATTGAAGGGAGCTCTA
	21

	63
	cme-miR160a
	TGCCTGGCTCCCTGTATGCCA
	21

	64
	cme-miR162
	TCGATAAACCTCTGCATCCAG
	21

	65
	cme-MIR162-p5
	GGAGGCAGCGGTTCATCGACC
	21

	66
	cme-miR164a
	TGGAGAAGCAGGGCACGTGCT
	21

	67
	cme-miR164b
	TGGAGAGGCAGGGCACATGCT
	21

	68
	cme-miR164c
	TGGAGAAGCAGGGCACGTGCA
	21

	69
	cme-miR166a
	TCGGACCAGGCTTCATTCCCC
	21

	70
	cme-miR166a_1ss21CT
	TCGGACCAGGCTTCATTCCCT
	21

	71
	cme-miR166a_L+1R-1
	CTCGGACCAGGCTTCATTCCC
	21

	72
	cme-miR166a_L+2R-2
	TCTCGGACCAGGCTTCATTCC
	21

	73
	cme-miR166g_L+2R-1
	TCTCGGACCAGGCTTCATTCC
	21

	74
	cme-miR167a
	TGAAGCTGCCAGCATGATCTA
	21

	75
	cme-miR167c
	TGAAGCTGCCAGCATGATCTT
	21

	76
	cme-miR167d
	TGAAGCTGCCAGCATGATCTG
	21

	77
	cme-miR169g
	AAGCCAAGGATGAATTGCCGG
	21

	78
	cme-MIR171c-p5
	GATGTTGGAACGGTTCAATCA
	21

	79
	cme-miR2111a
	TAATCTGCATCCTGAGGTTTA
	21

	80
	cme-miR319c_L+1
	ATTGGACTGAAGGGAGCTCCT
	21

	81
	cme-miR390a
	AAGCTCAGGAGGGATAGCGCC
	21

	82
	cme-miR395a
	CTGAAGTGTTTGGGGGAACTC
	21

	83
	cme-miR396a
	TTCCACAGCTTTCTTGAACTT
	21

	84
	cme-miR396a_1ss21TG
	TTCCACAGCTTTCTTGAACTG
	21

	85
	cme-miR396e
	TTCCACGGCTTTCTTGAACTG
	21

	86
	cme-miR396e_1ss7GA
	TTCCACAGCTTTCTTGAACTG
	21

	87
	cme-miR399d_1ss21TC
	TGCCAAAGGAGAGTTGCCCTC
	21

	88
	cme-miR399g_L-1_2ss13CA14AT
	GGGCTTCTCTCATTTGGCAGG
	21

	89
	cme-miR530b_R+1
	TGCATTTGCACCTACACCTTC
	21

	90
	csi-miR159c-3p_L-1R+1
	TTGGACTGAAGGGAGCTCCCA
	21

	91
	csi-miR162-5p_L-1
	GGAGGCAGCGGTTCATCGATC
	21

	92
	csi-miR166c-5p_L-1R+1_1ss17TG
	GGAATGTTGTCTGGTGCGAGA
	21

	93
	csi-miR171e-3p
	TTGAGCCGCGTCAATATCTCC
	21

	94
	csi-miR393b-5p_L-1_1ss22CT
	TCCAAAGGGATCGCATTGATT
	21

	95
	csi-miR3952-3p
	TGAAGGGCCTTTCTAGAGCAC
	21

	96
	csi-miR399c-3p
	TGCCAAAGGAGAATTGCCCTG
	21

	97
	csi-miR482d-5p
	TGGTATGGGTGAGTAGGGAAG
	21

	98
	gma-miR159a-5p_L+2R-2
	CAGAGCTCCTTGAAGTCCAAT
	21

	99
	gma-miR166a-3p_1ss15AC
	TCGGACCAGGCTTCCTTCCCC
	21

	100
	gma-miR390a-3p_R+1
	CGCTATCCATCCTGAGTTTCA
	21

	101
	gma-miR393a_1ss21CT
	TCCAAAGGGATCGCATTGATT
	21

	102
	gma-miR4995_L-2R+2
	GCAGTGGCTTGGTTAAGGGAA
	21

	103
	gma-miR5368_L+2
	AGGGACAGTCTCAGGTAGACA
	21

	104
	gma-MIR5368-p3_1ss4GA
	GCCAAGGGACAGTCTCAGGTA
	21

	105
	gma-MIR5368-p5_1ss18AG_2
	CAGCTTAGGTGGAGGGCGAAG
	21

	106
	mdm-miR395d-5p
	GTTCCCTTGACCACTTCATTG
	21

	107
	mes-miR156a_R+1
	TGACAGAAGAGAGTGAGCACG
	21

	108
	mes-miR393a_1ss21CT
	TCCAAAGGGATCGCATTGATT
	21

	109
	mtr-miR166e-5p_1ss10GT
	GGAATGTTGTCTGGCTCGAGG
	21

	110
	mtr-miR168b
	TCGCTTGGTGCAGGTCGGGAA
	21

	111
	mtr-miR168c-3p
	CCCGCCTTGCATCAACTGAAT
	21

	112
	mtr-MIR2602a-p3_2ss9CA17TA
	CACTAATTAGATGACGAGGCA
	21

	113
	mtr-miR396a-3p_1ss20GC
	GCTCAAGAAAGCTGTGGGACA
	21

	114
	mtr-miR396a-3p_1ss2CT
	GTTCAAGAAAGCTGTGGGAGA
	21

	115
	mtr-miR396b-3p
	GTTCAATAAAGCTGTGGGAAG
	21

	116
	nta-miR172d
	AGAATCTTGATGATGCTGCAT
	21

	117
	PC-3p-26574_49
	GGTGTTGAAATTGTGATAGAA
	21

	118
	PC-3p-83116_10
	CCTTCATGGTAGATCTGAAAC
	21

	119
	peu-MIR2916-p3
	ACCAGGGATTGGCGGATGTTG
	21

	120
	ptc-MIR2111b-p3_2ss1GT18CT
	TGTCAGGATTGGGTAATTTGC
	21

	121
	ptc-MIR2111b-p5_2ss1GT18CT
	TGTCAGGATTGGGTAATTTGC
	21

	122
	ptc-miR393a-3p_1ss16TC
	ATCATGCTATCCCTTCGGATT
	21

	123
	ptc-miR396e-3p_L+1_1ss2CT
	GTTCAAGAAAGCTGTGGGAGA
	21

	124
	ptc-miR6478_1ss21GA
	CCGACCTTAGCTCAGTTGGTA
	21

	125
	stu-miR172a-3p
	AGAATCTTGATGATGCTGCAT
	21

	126
	cli-let-7f-5p
	TGAGGTAGTAGATTGTATAGTT
	22

	127
	cli-let-7i-5p_R-1
	TGAGGTAGTAGTTTGTGCTGTT
	22

	128
	cli-miR-101-3p_R+1_1ss16AG
	TACAGTACTGTGATAGCTGAAG
	22

	129
	cli-miR-10a-5p_R-1
	TACCCTGTAGATCCGAATTTGT
	22

	130
	cli-miR-125-3p
	ACGGGTTAGGCTCTTGGGAGCT
	22

	131
	cli-miR-125-5p
	TCCCTGAGACCCTAACTTGTGA
	22

	132
	cli-miR-126-5p_1ss22CA
	CATTATTACTTTTGGTACGCGA
	22

	133
	cli-miR-129-3p_R+1_1ss20TC
	AAGCCCTTACCCCAAAAAGCAT
	22

	134
	cli-miR-140-3p
	ACCACAGGGTAGAACCACGGAC
	22

	135
	cli-miR-140-5p
	CAGTGGTTTTACCCTATGGTAG
	22

	136
	cli-miR-143-3p_R+1
	TGAGATGAAGCACTGTAGCTCT
	22

	137
	cli-miR-148a-3p
	TCAGTGCACTACAGAACTTTGT
	22

	138
	cli-miR-155-5p_R-1_1ss12CT
	TTAATGCTAATTGTGATAGGGG
	22

	139
	cli-miR-15b-5p_1ss20GA
	TAGCAGCACATCATGGTTTACA
	22

	140
	cli-miR-16a-5p_R-1_1ss21TC
	TAGCAGCACGTAAATATTGGCG
	22

	141
	cli-miR-183-5p_R-1
	TATGGCACTGGTAGAATTCACT
	22

	142
	cli-miR-1a-3p
	TGGAATGTAAAGAAGTATGTAT
	22

	143
	cli-miR-200b-3p_R-1
	TAATACTGCCTGGTAATGATGA
	22

	144
	cli-miR-210-3p_1ss21AG
	CTGTGCGTGTGACAGCGGCTGA
	22

	145
	cli-miR-23b-3p_R-2_1ss19AT
	ATCACATTGCCAGGGATTTCCA
	22

	146
	cli-miR-26-5p
	TTCAAGTAATCCAGGATAGGCT
	22

	147
	cli-miR-29a-3p_1ss10TC
	TAGCACCATCTGAAATCGGTTA
	22

	148
	cli-miR-29b-3p_R-1
	TAGCACCATTTGAAATCAGTGT
	22

	149
	cli-miR-30a-3p
	CTTTCAGTCGGATGTTTGCAGC
	22

	150
	cli-miR-34c-3p_1ss9GA
	AATCACTAACCACACAGCCAGG
	22

	151
	cli-miR-365-3p_R+1_1ss6CT
	TAATGTCCCTAAAAATCCTTAT
	22

	152
	cli-miR-375-3p_1ss21TG
	TTTGTTCGTTCGGCTCGCGTGA
	22

	153
	cli-miR-455-3p_L+1R-1_1ss11TC
	ATGCAGTCCACGGGCATATACA
	22

	154
	cli-miR-455-5p_R-1_1ss9CT
	TATGTGCCTTTGGACTACATCG
	22

	155
	cli-miR-92-3p
	TATTGCACTTGTCCCGGCCTGT
	22

	156
	cli-miR-9-3p_R-1
	ATAAAGCTAGATAACCGAAAGT
	22

	157
	cli-miR-96-5p_R-1
	TTTGGCACTAGCACATTTTTGC
	22

	158
	cme-MIR156g-p3_1ss13CT
	TGCTTTCTCTCTTTCTGTCACC
	22

	159
	cme-miR164a_R+1
	TGGAGAAGCAGGGCACGTGCTG
	22

	160
	cme-miR169b_R+1_1ss21GA
	TAGCCAAAAATGACTTGCCTAC
	22

	161
	cme-MIR395e-p5
	GTTCCCTTCCAAGCACTTCAGA
	22

	162
	cme-MIR395e-p5_1ss9CG
	GTTCCCTTGCAAGCACTTCAGA
	22

	163
	cme-miR828_1ss11AG
	TCTTGCTCAAGTGAGTATTCCA
	22

	164
	cme-miR858_R+1
	TCTCGTTGTCTGTTCGACCTTG
	22

	165
	csi-miR3954_L+1
	TTGGACAGAGAAATCACGGTCA
	22

	166
	csi-miR477b-5p_L+1
	ACTCTCCCTCAAGGGCTTCTCT
	22

	167
	csi-miR482a-3p
	TCTTCCCTATGCCTCCCATTCC
	22

	168
	csi-miR482b-3p
	TCTTGCCCACCCCTCCCATTCC
	22

	169
	csi-miR482d-3p
	TCCCTACTCCACCCATGCCATA
	22

	170
	csi-miR482e-3p
	TTGCCAACTCCTCCCATGCCGA
	22

	171
	csi-miR482f-3p_L+1
	TTTTTCCCACACCTCCCATCCC
	22

	172
	gma-MIR5368-p3_2ss1TC21TC
	CCCTGGGATTGGCTTTGGGCCT
	22

	173
	gma-MIR5368-p5_1ss15CT
	ATTCTAACCTTGTGTCAGGACC
	22

	174
	gma-MIR5368-p5_2ss1TC21TC
	CCCTGGGATTGGCTTTGGGCCT
	22

	175
	mtr-miR168c-3p_R+1_1ss14AC
	CCCGCCTTGCATCCACTGAATT
	22

	176
	PC-5p-143759_5
	GGAGTGCACCGGAGAACACAAG
	22

	177
	peu-MIR2916-p3_1ss5AG
	TACCGTCCTAGTCTCAACCATA
	22

	178
	peu-MIR2916-p5_1ss5AG
	TACCGTCCTAGTCTCAACCATA
	22

	179
	aly-miR160a-5p_R+2
	TGCCTGGCTCCCTGTATGCCACN
	23

	180
	cli-miR-103-3p
	AGCAGCATTGTACAGGGCTATGA
	23

	181
	cli-miR-133b-3p_R+1
	TTTGGTCCCCTTCAACCAGCTAT
	23

	182
	cli-miR-145-5p
	GTCCAGTTTTCCCAGGAATCCCT
	23

	183
	cli-miR-15a-5p_R+1
	TAGCAGCACATAATGGTTTGTGG
	23

	184
	cli-miR-181a-5p_R-1
	AACATTCAACGCTGTCGGTGAGT
	23

	185
	cli-miR-181b-5p_R-1
	AACATTCATTGCTGTCGGTGGGT
	23

	186
	cli-miR-184-3p_R+1
	TGGACGGAGAACTGATAAGGGTT
	23

	187
	cli-miR-18a-5p_R+1
	TAAGGTGCATCTAGTGCAGATAG
	23

	188
	cli-miR-193-3p_R+1
	AACTGGCCCACAAAGTCCCGCTT
	23

	189
	cli-miR-194-5p_1ss23CA
	TGTAACAGCAACTCCATGTGGAA
	23

	190
	cli-miR-199-5p
	CCCAGTGTTCAGACTACCTGTTC
	23

	191
	cli-miR-19b-3p
	TGTGCAAATCCATGCAAAACTGA
	23

	192
	cli-miR-200a-3p
	TAACACTGTCTGGTAACGATGTT
	23

	193
	cli-miR-20a-5p_R+1
	TAAAGTGCTTATAGTGCAGGTAG
	23

	194
	cli-miR-221-3p_R+1
	AGCTACATTGTCTGCTGGGTTTC
	23

	195
	cli-miR-223-3p_R+1
	TGTCAGTTTGTCAAATACCCCAA
	23

	196
	cli-miR-27b-5p
	AGAGCTTAGCTGATTGGTGAACA
	23

	197
	cli-miR-30c-2-3p_L-1R+2
	TGGGAGAAGGCTGTTTACTCTTT
	23

	198
	cli-miR-31-5p_1ss11TC
	AGGCAAGATGCTGGCATAGCTGT
	23

	199
	cli-miR-34a-5p_R+1
	TGGCAGTGTCTTAGCTGGTTGTT
	23

	200
	cli-miR-34c-5p
	AGGCAGTGTAGTTAGCTGATTGC
	23

	201
	cli-miR-425-5p_R-1_1ss20CT
	AATGACACGATCACTCCCGTTGA
	23

	202
	cli-miR-9-5p
	TCTTTGGTTATCTAGCTGTATGA
	23

	203
	cli-miR-99-3p_R+1_1ss9CT
	CAAGCTCGTTTCTATGGGTCTGT
	23

	204
	gma-MIR4995-p3_1ss19GC
	GTGGCTTGGTTAAGGGAACCCAC
	23

	205
	gma-miR6300_R+5_1
	GTCGTTGTAGTATAGTGGTAAGT
	23

	206
	gma-miR6300_R+5_2
	GTCGTTGTAGTATAGTGGTGAGT
	23

	207
	nta-miR168a_R+2_1ss21CA
	TCGCTTGGTGCAGGTCGGGAATA
	23

	208
	ath-miR8175_L+4_1ss24AT
	GTTCGATCCCCGGCAACGGCGCCT
	24

	209
	cli-miR-204-5p_R+2
	TTCCCTTTGTCATCCTATGCCTTA
	24

	210
	cli-miR-222a-3p
	AGCTACATCTGGCTACTGGGTCTC
	24

	211
	cli-miR-223-5p_R+1_2ss22CT23CG
	CGTGTATTTGACAAGCTGAGTTGG
	24

	212
	cli-miR-30a-5p
	TGTAAACATCCTCGACTGGAAGCT
	24

	213
	cli-miR-30c-5p
	TGTAAACATCCTACACTCTCAGCT
	24

	214
	cli-miR-7a-5p
	TGGAAGACTAGTGATTTTGTTGTT
	24

	215
	cme-miR390a_R+3
	AAGCTCAGGAGGGATAGCGCCGTA
	24

	216
	gma-MIR5368-p3_2ss2AG20AG
	CGCAGCTTAGGTGGAGGGCGAAGA
	24

	217
	gma-MIR5368-p5_1ss17CT
	GAATTCTAACCTTGTGTCAGGACC
	24

	218
	gma-MIR5368-p5_1ss2CA
	AAGAGCTAGAATTCTAACCTTGTG
	24

	219
	PC-3p-868761_2
	TCCTTATGGTCGTCTCTTGAAGAG
	24

	220
	peu-MIR2916-p5_2ss4AG19TG_2
	GGGGCTCGAAGACGATCAGATACC
	24

	221
	ppe-miR159_R+3
	TTTGGATTGAAGGGAGCTCTAGAC
	24

	222
	cli-miR-182-5p_R+1_1ss24TC
	TTTGGCAATGGTAGAACTCACACCG
	25

	223
	gma-miR166a-5p_R+4
	GGAATGTTGTCTGGCTCGAGGAACC
	25

	224
	gma-miR5368_L+6
	GCCAAGGGACAGTCTCAGGTAGACA
	25

	225
	PC-5p-381198_2
	TTTCAGATCTACCATGAAGGGAAAG
	25

	226
	ptc-miR6478_R+4_1ss21GA
	CCGACCTTAGCTCAGTTGGTAGAGC
	25




Table S4. Non-targeted metabolomics analysis for MCEVs.
	Nos.
	name
	formula
	class

	1
	Trehalose
	C12H22O11
	Organooxygen compounds

	2
	L-Homoserine
	C4H9NO3
	Carboxylic acids and derivatives

	3
	Palmitic acid
	C16H32O2
	Fatty Acyls

	4
	Gluconic acid
	C6H12O7
	Organooxygen compounds

	5
	gamma-Glutamylcysteine
	C8H14N2O5S
	Carboxylic acids and derivatives

	6
	Phenyl acetate
	C8H8O2
	Undefined

	7
	Phosphonoacetate
	C2H5O5P
	Organic phosphonic acids and derivatives

	8
	Mannitol
	C6H14O6
	Organooxygen compounds

	9
	7,8-Dihydro-beta-carotene
	C40H58
	Prenol lipids

	10
	3-Hydroxybenzyl alcohol glucoside
	C7H8O2
	Organooxygen compounds

	11
	Choline
	C5H14NO
	Organonitrogen compounds

	12
	D-Glucose
	C6H12O6
	Organooxygen compounds

	13
	beta-Carotene
	C40H56
	Undefined

	14
	Sodium deoxycholate
	C24H39O4. Na
	Undefined

	15
	(R)-2-O-Sulfolactate
	C3H6O6S
	Undefined

	16
	Pyrophosphate
	H4P2O7
	Non-metal oxoanionic compounds

	17
	L-Iditol
	C6H14O6
	Organooxygen compounds

	18
	Sorbitol
	C6H14O6
	Organooxygen compounds

	19
	Phthalic acid
	C8H6O4
	Benzene and substituted derivatives

	20
	Sinapic acid
	C11H12O5
	Cinnamic acids and derivatives

	21
	Nitrobenzene
	C6H5NO2
	Benzene and substituted derivatives

	22
	L-Ribulose
	C5H10O5
	Organooxygen compounds

	23
	12,13-DHOME
	C18H34O4
	Fatty Acyls

	24
	Caproic acid
	C6H12O2
	Fatty Acyls

	25
	L-Histidinol
	C6H11N3O
	Organonitrogen compounds

	26
	Lycopene
	C40H56
	Undefined

	27
	Alpha-D-Glucose
	C6H12O6
	Organooxygen compounds

	28
	1,2,3-Trihydroxybenzene
	C6H6O3
	Benzene and substituted derivatives

	29
	3-Methyl-L-tyrosine
	C10H13NO3
	Undefined

	30
	Catechol
	C6H6O2
	Undefined

	31
	trans-1,2-Cyclohexanediol
	C6H12O2
	Undefined

	32
	(6Z)-Octadecenoic acid
	C18H34O2
	Undefined

	33
	N-Methyl-D-aspartic acid
	C5H9NO4
	Carboxylic acids and derivatives

	34
	Adenine
	C5H5N5
	Imidazopyrimidines

	35
	2,3-Butanediol
	C4H10O2S2
	Organooxygen compounds

	36
	L-Erythrulose
	C4H8O4
	Organooxygen compounds

	37
	Bovinic acid
	C18H32O2
	Fatty Acyls

	38
	Norepinephrine
	C8H11NO3
	Phenols

	39
	Octadecanamide
	C18H37NO
	Fatty Acyls

	40
	Indole
	C8H7N
	Indoles and derivatives

	41
	Guanine
	C5H5N5O
	Imidazopyrimidines

	42
	Caffeate
	C9H8O4
	Cinnamic acids and derivatives

	43
	4-Quinoline carboxylic acid
	C10H7NO2
	Undefined

	44
	Succinic acid
	C4H6O4
	Carboxylic acids and derivatives

	45
	1-Benzyl-1,2,3,4-tetrahydroisoquinoline
	C16H17N
	Isoquinolines and derivatives

	46
	Creatinine
	C4H7N3O
	Carboxylic acids and derivatives

	47
	(S)-1-Phenylethanol
	C8H10O
	Undefined

	48
	5-Aminopentanoic acid
	C5H11NO2
	Carboxylic acids and derivatives

	49
	2-Hydroxy-3-(4-hydroxyphenyl)propanoic acid
	C9H10O4
	Undefined

	50
	gamma-Amino-gamma-cyano butanoate
	C5H8N2O2
	Undefined

	51
	Oleamide
	C18H35NO
	Fatty Acyls

	52
	Kojic acid
	C6H6O4
	Pyrans

	53
	Nicotinic acid
	C6H5NO2
	Pyridines and derivatives

	54
	1-Methylhistidine
	C7H11N3O2
	Carboxylic acids and derivatives

	55
	Acetyl phosphate
	C2H5O5P
	Organic phosphoric acids and derivatives

	56
	13(S)-HpOTrE
	C18H30O4
	Undefined

	57
	DL-Glycerol 1-phosphate
	C3H9O6P
	Glycerophospholipids

	58
	Gamma-Linolenic acid
	C18H30O2
	Fatty Acyls

	59
	L-2,4-diaminobutyric acid
	C4H10N2O2
	Carboxylic acids and derivatives

	60
	beta-N-Acetylglucosamine
	C8H15NO6
	Organooxygen compounds

	61
	9(S)-HPOT
	C18H30O4
	Undefined

	62
	Nonadecanoic acid
	C19H38O2
	Fatty Acyls

	63
	2-Hydroxy-6-pentadecylbenzoic acid
	C22H36O3
	Benzene and substituted derivatives

	64
	4-Hydroxycinnamic acid
	C9H8O3
	Cinnamic acids and derivatives

	65
	4-Hydroxybenzoic acid
	C7H6O3
	Benzene and substituted derivatives

	66
	Deoxyuridine
	C9H12N2O5
	Pyrimidine nucleosides

	67
	Stearic acid
	C18H36O2
	Fatty Acyls

	68
	D-Glucose 1-phosphate
	C6H13O9P
	Organooxygen compounds

	69
	17alpha,21-Dihydroxypregnenolone
	C21H32O4
	Steroids and steroid derivatives

	70
	Scopoletin
	C10H8O4
	Coumarins and derivatives

	71
	Cerulenin
	C12H17NO3
	Epoxides

	72
	21-Deoxycortisol
	C21H30O4
	Steroids and steroid derivatives

	73
	3-Sulfinylpyruvic acid
	C3H4O5S
	Keto acids and derivatives

	74
	Neurosporene
	C40H58
	Prenol lipids

	75
	7-Aminomethyl-7-carbaguanine
	C7H9N5O
	Pyrrolopyrimidines

	76
	6-Hydroxyhexan-6-olide
	C6H10O3
	Undefined

	77
	Maltol
	C6H6O3
	Pyrans

	78
	Eugenol
	C10H12O2
	Phenols

	79
	Anabasine
	C10H14N2
	Undefined

	80
	L-Valine
	C5H11NO2
	Carboxylic acids and derivatives

	81
	5-Methyl-2-furan carboxaldehyde
	C6H6O2
	Carbonyl compounds

	82
	Sphinganine
	C18H39NO2
	Organonitrogen compounds

	83
	Azelaic acid
	C9H16O4
	Fatty Acyls

	84
	L-Aspartate-semialdehyde
	C4H7NO3
	Carboxylic acids and derivatives

	85
	2-Heptanone
	C7H14O
	Organooxygen compounds

	86
	Isonicotinic acid
	C6H5NO2
	Pyridines and derivatives

	87
	Resorcinol monoacetate
	C8H8O3
	Undefined

	88
	Erythritol
	C4H10O4
	Undefined

	89
	Vitamin D3
	C27H44O
	Steroids and steroid derivatives

	90
	Glycerophosphocholine
	C8H21NO6P
	Glycerophospholipids

	91
	3-Dehydroshikimate
	C7H8O5
	Undefined

	92
	Glutaric acid
	C5H8O4
	Carboxylic acids and derivatives

	93
	Prostaglandin H2
	C20H32O5
	Fatty Acyls

	94
	O-Phosphoethanolamine
	C2H8NO4P
	Organic phosphoric acids and derivatives

	95
	Adipate semialdehyde
	C6H10O3
	Fatty Acyls

	96
	6-Hydroxyhexanoic acid
	C6H12O3
	Hydroxy acids and derivatives

	97
	Heptanoic acid
	C7H14O2
	Fatty Acyls

	98
	Pycnolide
	C20H28O6
	Carboxylic acids and derivatives

	99
	8,9-DiHETrE
	C20H34O4
	Fatty Acyls

	100
	Salicylic acid
	C7H6O3
	Benzene and substituted derivatives

	101
	Se-Methylselenocysteine
	C4H9NO2Se
	Carboxylic acids and derivatives

	102
	4-Pyridoxic acid
	C8H9NO4
	Pyridines and derivatives

	103
	Epiandrosterone
	C19H30O2
	Steroids and steroid derivatives

	104
	Porphobilinogen
	C10H14N2O4
	Organonitrogen compounds

	105
	Sclareol
	C20H36O2
	Prenol lipids

	106
	Deoxycytidine
	C9H13N3O4
	Azacyclic compounds

	107
	Eriocitrin
	C27H32O15
	Naphthalenes

	108
	meso-2,6-Diaminoheptanedioate
	C7H14N2O4
	Undefined

	109
	D-Galactose
	C6H12O6
	Undefined

	110
	2-Ketohexanoic acid
	C6H10O3
	Keto acids and derivatives

	111
	Threonic acid
	C4H8O5
	Organooxygen compounds

	112
	N1-Acetylspermidine
	C9H21N3O
	Carboximidic acids and derivatives

	113
	Stearidonic acid
	C18H28O2
	Fatty Acyls

	114
	Phenylacetic acid
	C8H8O2
	Benzene and substituted derivatives

	115
	Monomethyl sulfate
	CH4O4S
	Undefined

	116
	2-(Methylamino)benzoic acid
	C8H9NO2
	Benzene and substituted derivatives

	117
	Dehydroepiandrosterone
	C19H28O2
	Steroids and steroid derivatives

	118
	L-Phenylalanine
	C9H11NO2
	Benzene and substituted derivatives

	119
	Galactitol
	C6H14O6
	Organooxygen compounds

	120
	Carnosol
	C20H26O4
	Prenol lipids

	121
	Desaminotyrosine
	C9H10O3
	Phenylpropanoic acids

	122
	9-OxoODE
	C18H30O3
	Fatty Acyls

	123
	2-Amino-4-nitrotoluene
	C7H8N2O2
	Undefined

	124
	Genistin
	C21H20O10
	Isoflavonoids

	125
	N-Acetyl-D-galactosamine
	C8H15NO6
	Undefined

	126
	L-Glutamic acid
	C5H9NO4
	Carboxylic acids and derivatives

	127
	beta-Cryptoxanthin
	C40H56O
	Undefined

	128
	Confertifolin
	C15H22O2
	Undefined

	129
	D-Xylitol
	C5H12O5
	Organooxygen compounds

	130
	Alpha-Linolenic acid
	C18H30O2
	Fatty Acyls

	131
	Astaxanthin
	C40H52O4
	Organic oxides

	132
	Pipecolic acid
	C6H11NO2
	Carboxylic acids and derivatives

	133
	Dihomo-gamma-linolenate
	C20H34O2
	Fatty Acyls

	134
	L-Tyrosine
	C9H11NO3
	Carboxylic acids and derivatives

	135
	Thymine
	C5H6N2O2
	Diazines

	136
	1-palmitoylglycerophosphocholine
	C24H51NO7P
	Glycerophospholipids

	137
	Pyrrolidonecarboxylic acid
	C5H7NO3
	Carboxylic acids and derivatives

	138
	3,4-Methylenedioxyamphetamine
	C11H15NO2
	Benzodioxoles

	139
	cis-4-Hydroxy-L-proline
	C5H9NO3
	Undefined

	140
	L-Rhamnofuranose
	C6H12O5
	Undefined

	141
	Methylmalonic acid
	C4H6O4
	Carboxylic acids and derivatives

	142
	Ciliatine
	C2H8NO3P
	Organic phosphonic acids and derivatives

	143
	Zerumbone
	C15H22O
	Prenol lipids

	144
	L-Arabitol
	C5H12O5
	Organooxygen compounds

	145
	Betaine
	C5H11NO2
	Carboxylic acids and derivatives

	146
	Caps+C147:C168idiol
	C15H24O2
	Prenol lipids

	147
	Stigmasterol
	C29H48O
	Steroids and steroid derivatives

	148
	Citric acid
	C6H8O7
	Carboxylic acids and derivatives

	149
	D-Gulono-1,4-lactone
	C6H10O6
	Undefined

	150
	Chavicol
	C9H10O
	Phenols

	151
	2-Oxoarginine
	C6H11N3O3
	Keto acids and derivatives

	152
	Cyclopentolate
	C17H25NO3
	Benzene and substituted derivatives

	153
	Hydroxykynurenine
	C10H12N2O4
	Organooxygen compounds

	154
	Nootkatone
	C15H22O
	Prenol lipids

	155
	Curcumenol
	C15H22O2
	Prenol lipids

	156
	Hydroquinone
	C6H6O2
	Phenols

	157
	Guanosine
	C10H13N5O5
	Purine nucleosides

	158
	Misoprostol
	C21H36O5
	Undefined

	159
	3,4-Dehydrorhodopin
	C40H56O
	Organooxygen compounds

	160
	Methyl isoeugenol
	C11H14O2
	Benzene and substituted derivatives

	161
	Pyroglutamic acid
	C5H7NO3
	Carboxylic acids and derivatives

	162
	trans-trans-Muconic acid
	C6H6O4
	Fatty Acyls

	163
	Azatyrosine
	C8H10N2O3
	Undefined

	164
	Cellobiose
	C12H22O11
	Undefined

	165
	m-Cresol
	C7H8O
	Phenols

	166
	GMP
	C10H14N5O8P
	Purine nucleotides

	167
	Linoleic acid
	C18H32O2
	Fatty Acyls

	168
	12-Keto-tetrahydro-leukotriene B4
	C20H32O4
	Fatty Acyls

	169
	Phenibut
	C10H13NO2
	Drugs of Abuse/Illegal Drugs

	170
	L-Kynurenine
	C10H12N2O3
	Organooxygen compounds

	171
	Mandelic acid
	C8H8O3
	Benzene and substituted derivatives

	172
	2-Aminophenol
	C6H7NO
	Undefined

	173
	Antibiotic JI-20A
	C19H39N5O9
	Undefined

	174
	(2S)-Flavanone
	C15H12O2
	Undefined

	175
	Pelargonic acid
	C9H18O2
	Fatty Acyls

	176
	Erucic acid
	C22H42O2
	Fatty Acyls

	177
	N6-Acetyl-L-lysine
	C8H16N2O3
	Carboxylic acids and derivatives

	178
	N-Acetyl-alpha-D-glucosamine
	C8H15NO6
	Endogenous Metabolites

	179
	OPEO
	C16H26O2
	Extractables/Leachables; Textile Chemicals/Auxiliary/Dyes

	180
	Ketoleucine
	C6H10O3
	Keto acids and derivatives

	181
	2-Phenylethanol
	C8H10O
	Benzene and substituted derivatives

	182
	D-beta-Phenylalanine
	C9H11NO2
	Undefined

	183
	D-Arabitol
	C5H12O5
	Organooxygen compounds

	184
	3-Hydroxybenzaldehyde
	C7H6O2
	Undefined

	185
	Cholesterol
	C27H46O
	Steroids and steroid derivatives

	186
	Pregnanediol
	C21H36O2
	Steroids and steroid derivatives

	187
	Astragalin
	C21H20O11
	Flavonoids

	188
	Uracil
	C4H4N2O2
	Diazines

	189
	2,3-Dinor-8-iso prostaglandin F2alpha
	C18H30O5
	Undefined

	190
	Aminocaproic acid
	C6H13NO2
	Carboxylic acids and derivatives

	191
	Xanthoxin
	C15H22O3
	Undefined

	192
	Gallic acid
	C7H6O5
	Benzene and substituted derivatives

	193
	2-Aminoisobutyric acid
	C4H9NO2
	Carboxylic acids and derivatives

	194
	gamma-Aminobutyric acid
	C4H9NO2
	Carboxylic acids and derivatives

	195
	Rutin
	C27H30O16
	Undefined

	196
	3-Methylthiopropionic acid
	C4H8O2S
	Fatty Acyls

	197
	Traumatic Acid
	C12H20O4
	Undefined

	198
	(S)-Abscisic acid
	C15H20O4
	Prenol lipids

	199
	Ribitol
	C5H12O5
	Organooxygen compounds

	200
	S-Adenosylmethionine
	C15H22N6O5S
	Undefined

	201
	Melibiose
	C12H22O11
	Organooxygen compounds

	202
	N-Alpha-acetyllysine
	C8H16N2O3
	Carboxylic acids and derivatives

	203
	Cyromazine
	C6H10N6
	Triazines

	204
	Cyclic AMP
	C10H12N5O6P
	Purine nucleotides

	205
	(-)-alpha-Curcumene
	C15H22
	Prenol lipids

	206
	Sphingosine
	C18H37NO2
	Organonitrogen compounds

	207
	3-Methylindole
	C9H9N
	Indoles and derivatives

	208
	Alpha-dimorphecolic acid
	C18H32O3
	Fatty Acyls

	209
	Prostaglandin G2
	C20H32O6
	Fatty Acyls

	210
	(R)-5,6-Dihydrothymine
	C5H8N2O2
	Undefined

	211
	p-Octopamine
	C8H11NO2
	Phenols

	212
	3-Sulfinoalanine
	C3H7NO4S
	Carboxylic acids and derivatives

	213
	(S)-2,3-Epoxysqualene
	C30H50O
	Prenol lipids

	214
	4-Guanidinobutanoic acid
	C5H11N3O2
	Carboxylic acids and derivatives

	215
	Abscisic alcohol
	C15H22O3
	Undefined

	216
	L-Fucose
	C6H12O5
	Organooxygen compounds

	217
	3-Hydroxyphen+C40:C262ylacetic acid
	C8H8O3
	Phenols

	218
	Ursolic acid
	C30H48O3
	Prenol lipids

	219
	Stearolic acid
	C18H32O2
	Endogenous Metabolites; Natural Products/Medicines

	220
	N-Acetylornithine
	C7H14N2O3
	Carboxylic acids and derivatives

	221
	2,3-Dinor-8-iso prostaglandin F1alpha
	C18H32O5
	Carboxylic acids and derivatives

	222
	3-(2-Hydroxyphenyl)propanoic acid
	C9H10O3
	Phenylpropanoic acids

	223
	Xanthine
	C5H4N4O2
	Imidazopyrimidines

	224
	S-Hexyl-glutathione
	C16H29N3O6S
	Undefined

	225
	Adenosine 5'-phosphate disodium
	C10H12N5O7P. 2Na
	Undefined

	226
	4-Oxoglutaramate
	C5H7NO4
	Undefined

	227
	Dihydrouracil
	C4H6N2O2
	Diazines

	228
	1,3-Benzenediol
	C6H6O2
	Benzene and substituted derivatives

	229
	1,2-Benzoquinone
	C6H4O2
	Organic oxides

	230
	2-Ketobutyric acid
	C4H6O3
	Keto acids and derivatives

	231
	Androsterone
	C19H30O2
	Steroids and steroid derivatives

	232
	Methyl beta-D-galactoside
	C7H14O6
	Undefined

	233
	11-Dehydrocorticosterone
	C21H28O4
	Steroids and steroid derivatives

	234
	D-Fructose
	C6H12O6
	Undefined

	235
	Diphenylamine
	C12H11N
	Benzene and substituted derivatives

	236
	Uridine
	C9H12N2O6
	Pyrimidine nucleosides

	237
	N-Acetylserotonin
	C12H14N2O2
	Indoles and derivatives

	238
	Riboflavin
	C17H20N4O6
	Pteridines and derivatives

	239
	Fructose 1,6-bisphosphate
	C6H14O12P2
	Organooxygen compounds

	240
	1,8-Diazacyclotetradecane-2,9-dione
	C12H22N2O2
	Azacyclic compounds

	241
	Deoxyinosine
	C10H12N4O4
	Purine nucleosides

	242
	Isosafrole
	C10H10O2
	Undefined

	243
	Neohesperidin
	C28H34O15
	Flavonoids

	244
	Allantoin
	C4H6N4O3
	Azoles

	245
	Isoalantolactone
	C15H20O2
	Prenol lipids

	246
	Xanthoxic acid
	C15H22O4
	Undefined

	247
	Lutein
	C40H56O2
	Prenol lipids

	248
	9,10-DHOME
	C18H34O4
	Fatty Acyls

	249
	N-Acetyl-D-glucosamine
	C8H15NO6
	Organooxygen compounds

	250
	(S)-4-Amino-5-oxopentanoate
	C5H9NO3
	Undefined

	251
	Aflatoxin B1
	C17H12O6
	Coumarins and derivatives

	252
	Beta-Tyrosine
	C9H11NO3
	Benzene and substituted derivatives

	253
	Cortexolone
	C21H30O4
	Steroids and steroid derivatives

	254
	Thymidine
	C10H14N2O5
	Pyrimidine nucleosides

	255
	7,8-Diaminononanoate
	C9H20N2O2
	Undefined

	256
	5-Hydroxypentanoic acid
	C5H10O3
	Fatty Acyls

	257
	Spiroxamine
	C18H35NO2
	Undefined

	258
	Leukotriene E4
	C23H37NO5S
	Fatty Acyls

	259
	Aldosterone
	C21H28O5
	Steroids and steroid derivatives

	260
	Cis-zeatin
	C10H13N5O
	Imidazopyrimidines

	261
	Triphenyl phosphate
	C18H15O4P
	Undefined

	262
	Obacunone
	C26H30O7
	Prenol lipids

	263
	alpha-Spinasterol
	C29H48O
	Steroids and steroid derivatives

	264
	N-a-Acetylcitrulline
	C8H15N3O4
	Carboxylic acids and derivatives

	265
	4-Acetamidobutanoic acid
	C6H11NO3
	Carboxylic acids and derivatives

	266
	L-Arginine
	C6H14N4O2
	Carboxylic acids and derivatives

	267
	Nornicotine
	C9H12N2
	Pyridines and derivatives

	268
	Dodecanedioic acid
	C12H22O4
	Fatty Acyls

	269
	4-Chlorobenzoate
	C7H5ClO2
	Aryl halides

	270
	Pyridoxamine 5'-phosphate
	C8H13N2O5P
	Azacyclic compounds

	271
	Methotrimeprazine
	C19H24N2OS
	Benzothiazines

	272
	Hypoxanthine
	C5H4N4O
	Imidazopyrimidines

	273
	Palmitoylethanolamide
	C18H37NO2
	Carboximidic acids and derivatives

	274
	myo-inositol
	C6H12O6
	Organooxygen compounds

	275
	Creatine
	C4H9N3O2
	Carboxylic acids and derivatives

	276
	3-Amino-4-hydroxybenzoate
	C7H7NO3
	Undefined

	277
	L-Proline
	C5H9NO2
	Carboxylic acids and derivatives

	278
	trans-Ferulic acid
	C10H10O4
	Cinnamic acids and derivatives

	279
	L-Lysine
	C6H14N2O2
	Carboxylic acids and derivatives

	280
	Dibutyl phthalate
	C16H22O4
	Benzene and substituted derivatives

	281
	Sucrose
	C12H22O11
	Organooxygen compounds

	282
	Acetylcysteine
	C5H9NO3S
	Carboxylic acids and derivatives

	283
	2-Deoxystreptamine
	C6H14N2O3
	Undefined

	284
	Spermine
	C10H26N4
	Organonitrogen compounds

	285
	Antheraxanthin
	C40H56O3
	Epoxides

	286
	gamma-Glutamyl-beta-aminopropiononitrile
	C8H13N3O3
	Carboxylic acids and derivatives

	287
	Qing Hau Sau
	C15H22O5
	Endogenous Metabolites; Natural Products/Medicines

	288
	2-Naphthylamine
	C10H9N
	Naphthalenes

	289
	Agmatine
	C5H14N4
	Organonitrogen compounds

	290
	(1S,2R,4S)-(-)-Bornyl acetate
	C12H20O2
	Undefined

	291
	Tryptophanol
	C10H11NO
	Indoles and derivatives

	292
	D-Glucuronic Acid
	C6H10O7
	Undefined

	293
	N, N-Dimethyl-1,4-phenylenediamine
	C8H12N2
	Undefined

	294
	Guanidinosuccinic acid
	C5H9N3O4
	Carboxylic acids and derivatives

	295
	Ectoine
	C6H10N2O2
	Undefined

	296
	Picolinic acid
	C6H5NO2
	Pyridines and derivatives

	297
	5-Oxo-1,2-campholide
	C10H14O3
	Undefined

	298
	Vaccenic acid
	C18H34O2
	Fatty Acyls

	299
	Neocnidilide
	C12H18O2
	Lactones

	300
	Parthenin
	C15H18O4
	Undefined

	301
	1-Methyluric acid
	C6H6N4O3
	Imidazopyrimidines

	302
	Gentamicin C1a
	C19H39N5O7
	Undefined

	303
	Quinoline
	C9H7N
	Quinolines and derivatives

	304
	Epsilon-caprolactam
	C6H11NO
	Lactams

	305
	3-Methylxanthine
	C6H6N4O2
	Imidazopyrimidines

	306
	Phenylethylamine
	C8H11N
	Benzene and substituted derivatives

	307
	Sulfanilamide
	C6H8N2O2S
	Benzene and substituted derivatives

	308
	3-Hydroxymethylglutaric acid
	C6H10O5
	Fatty Acyls

	309
	cis-Aconitic acid
	C6H6O6
	Carboxylic acids and derivatives

	310
	Adenosine
	C10H13N5O4
	Purine nucleosides

	311
	Primidone
	C12H14N2O2
	Diazines

	312
	Lauryltrimethylaminium bromide
	C15H34N. Br
	Extractables/Leachables; Textile Chemicals/Auxiliary/Dyes; Industrial Chemicals

	313
	Mesaconate
	C5H6O4
	Undefined

	314
	Pyrethrosin
	C17H22O5
	Undefined

	315
	24,25-Dihydrolanosterol
	C30H52O
	Prenol lipids

	316
	Spermidine
	C7H19N3
	Organonitrogen compounds

	317
	Citalopram
	C20H21FN2O
	Benzene and substituted derivatives

	318
	beta-Alanyl-L-lysine
	C9H19N3O3
	Peptidomimetics

	319
	L-Methionine S-oxide
	C5H11NO3S
	Undefined

	320
	3-Methoxytyramine
	C9H13NO2
	Phenols




Table S5. Lipidomics analysis for MCEVs.
	Nos.
	Name
	Formula
	class

	1
	ADGGA 16:0_16:0_18:3
	C59H104O12
	ADGGA

	2
	ADGGA 16:0_18:3_18:3
	C61H102O12
	ADGGA

	3
	ADGGA 22:3_12:0_16:0
	C59H104O12
	ADGGA

	4
	ADGGA 16:0_18:0_18:3
	C61H108O12
	ADGGA

	5
	ADGGA 16:0_18:1_18:3
	C61H106O12
	ADGGA

	6
	ADGGA 18:3_18:3_18:3
	C63H100O12
	ADGGA

	7
	ADGGA 20:5_16:0_20:5
	C65H102O12
	ADGGA

	8
	ADGGA 16:0_16:0_16:0
	C57H106O12
	ADGGA

	9
	ADGGA 20:1_20:1_20:1
	C69H124O12
	ADGGA

	10
	ADGGA 16:4_16:4_16:4
	C57H82O12
	ADGGA

	11
	ST 28:1;O;Hex;FA 16:0
	C50H88O7
	AHexCAS

	12
	ST 28:1;O;Hex;FA 18:3
	C52H86O7
	AHexCAS

	13
	ST 28:1;O;Hex;FA 18:0
	C52H92O7
	AHexCAS

	14
	ST 28:1;O;Hex;FA 18:1
	C52H90O7
	AHexCAS

	15
	ST 28:1;O;Hex;FA 18:2
	C52H88O7
	AHexCAS

	16
	ST 28:1;O;Hex;FA 8:0
	C42H72O7
	AHexCAS

	17
	ST 29:1;O;Hex;FA 17:1
	C52H90O7
	AHexSIS

	18
	ST 29:1;O;Hex;FA 15:0
	C50H88O7
	AHexSIS

	19
	ST 29:1;O;Hex;FA 19:1
	C54H94O7
	AHexSIS

	20
	ST 29:1;O;Hex;FA 14:0
	C49H86O7
	AHexSIS

	21
	ST 29:1;O;Hex;FA 17:2
	C52H88O7
	AHexSIS

	22
	ST 29:1;O;Hex;FA 17:0
	C52H92O7
	AHexSIS

	23
	ST 29:1;O;Hex;FA 16:3
	C51H84O7
	AHexSIS

	24
	ST 29:1;O;Hex;FA 18:5
	C53H84O7
	AHexSIS

	25
	ST 29:1;O;Hex;FA 22:1
	C57H100O7
	AHexSIS

	26
	ST 29:1;O;Hex;FA 24:1
	C59H104O7
	AHexSIS

	27
	ST 29:1;O;Hex;FA 23:0
	C58H104O7
	AHexSIS

	28
	ST 29:1;O;Hex;FA 21:0
	C56H100O7
	AHexSIS

	29
	ST 29:1;O;Hex;FA 16:1
	C51H88O7
	AHexSIS

	30
	ST 29:1;O;Hex;FA 20:5
	C55H88O7
	AHexSIS

	31
	ST 29:1;O;Hex;FA 16:0
	C51H90O7
	AHexSIS

	32
	ST 29:1;O;Hex;FA 19:0
	C54H96O7
	AHexSIS

	33
	ST 29:1;O;Hex;FA 13:1
	C48H82O7
	AHexSIS

	34
	ST 29:1;O;Hex;FA 24:6
	C59H94O7
	AHexSIS

	35
	ST 29:1;O;Hex;FA 22:0
	C57H102O7
	AHexSIS

	36
	ST 29:1;O;Hex;FA 20:2
	C55H94O7
	AHexSIS

	37
	ST 29:1;O;Hex;FA 20:1
	C55H96O7
	AHexSIS

	38
	ST 29:1;O;Hex;FA 19:2
	C54H92O7
	AHexSIS

	39
	ST 29:1;O;Hex;FA 11:0
	C46H80O7
	AHexSIS

	40
	ST 29:1;O;Hex;FA 18:1
	C53H92O7
	AHexSIS

	41
	ST 29:1;O;Hex;FA 24:0
	C59H106O7
	AHexSIS

	42
	ST 29:1;O;Hex;FA 18:0
	C53H94O7
	AHexSIS

	43
	ST 29:1;O;Hex;FA 21:2
	C56H96O7
	AHexSIS

	44
	ST 29:1;O;Hex;FA 24:2
	C59H102O7
	AHexSIS

	45
	ST 29:1;O;Hex;FA 18:2
	C53H90O7
	AHexSIS

	46
	ST 29:1;O;Hex;FA 26:1
	C61H108O7
	AHexSIS

	47
	ST 29:1;O;Hex;FA 20:0
	C55H98O7
	AHexSIS

	48
	ST 29:1;O;Hex;FA 18:3
	C53H88O7
	AHexSIS

	49
	ST 29:1;O;Hex;FA 22:4
	C57H94O7
	AHexSIS

	50
	ST 29:1;O;Hex;FA 22:2
	C57H98O7
	AHexSIS

	51
	ST 29:1;O;Hex;FA 26:2
	C61H106O7
	AHexSIS

	52
	ST 29:1;O;Hex;FA 22:5
	C57H92O7
	AHexSIS

	53
	ST 29:2;O;Hex;FA 16:0
	C51H88O7
	AHexSTS

	54
	ST 29:2;O;Hex;FA 18:2
	C53H88O7
	AHexSTS

	55
	ST 29:2;O;Hex;FA 18:0
	C53H92O7
	AHexSTS

	56
	ST 29:2;O;Hex;FA 18:3
	C53H86O7
	AHexSTS

	57
	ST 29:2;O;Hex;FA 20:0
	C55H96O7
	AHexSTS

	58
	ST 29:2;O;Hex;FA 23:0
	C58H102O7
	AHexSTS

	59
	ST 29:2;O;Hex;FA 25:0
	C60H106O7
	AHexSTS

	60
	ST 29:2;O;Hex;FA 17:2
	C52H86O7
	AHexSTS

	61
	ST 29:2;O;Hex;FA 24:0
	C59H104O7
	AHexSTS

	62
	ST 29:2;O;Hex;FA 22:0
	C57H100O7
	AHexSTS

	63
	ST 29:2;O;Hex;FA 20:1
	C55H94O7
	AHexSTS

	64
	ST 29:2;O;Hex;FA 15:1
	C50H84O7
	AHexSTS

	65
	ST 29:2;O;Hex;FA 26:0
	C61H108O7
	AHexSTS

	66
	ST 29:2;O;Hex;FA 15:0
	C50H86O7
	AHexSTS

	67
	ST 29:2;O;Hex;FA 18:5
	C53H82O7
	AHexSTS

	68
	ST 29:2;O;Hex;FA 11:0
	C46H78O7
	AHexSTS

	69
	ST 29:2;O;Hex;FA 19:2
	C54H90O7
	AHexSTS

	70
	ST 29:2;O;Hex;FA 14:1
	C49H82O7
	AHexSTS

	71
	ST 29:2;O;Hex;FA 16:4
	C51H80O7
	AHexSTS

	72
	ST 29:2;O;Hex;FA 20:5
	C55H86O7
	AHexSTS

	73
	ST 29:2;O;Hex;FA 13:1
	C48H80O7
	AHexSTS

	74
	CAR 15:2
	C22H40NO4
	CAR

	75
	CAR 25:1
	C32H62NO4
	CAR

	76
	SE 28:1/20:3
	C48H80O2
	CASE

	77
	SE 28:1/18:3
	C46H76O2
	CASE

	78
	SE 28:1/18:2
	C46H78O2
	CASE

	79
	CE 19:1
	C46H80O2
	CE

	80
	CE 19:2
	C46H78O2
	CE

	81
	Cer 18:0;3O/24:0;(2OH)
	C42H85NO5
	Cer_AP

	82
	Cer 18:1;3O/26:0;(2OH)
	C44H87NO5
	Cer_AP

	83
	Cer 18:1;3O/22:0;(2OH)
	C40H79NO5
	Cer_AP

	84
	Cer 18:1;3O/24:0;(2OH)
	C42H83NO5
	Cer_AP

	85
	Cer 18:1;3O/25:0;(2OH)
	C43H85NO5
	Cer_AP

	86
	Cer 18:1;3O/23:0;(2OH)
	C41H81NO5
	Cer_AP

	87
	Cer 18:0;3O/26:0;(2OH)
	C44H89NO5
	Cer_AP

	88
	Cer 19:0;3O/22:1;(2OH)
	C41H81NO5
	Cer_AP

	89
	Cer 18:0;3O/23:0;(2OH)
	C41H83NO5
	Cer_AP

	90
	Cer 18:0;3O/22:0;(2OH)
	C40H81NO5
	Cer_AP

	91
	Cer 9:0;3O/35:1;(2OH)
	C44H87NO5
	Cer_AP

	92
	Cer 18:0;3O/25:0;(2OH)
	C43H87NO5
	Cer_AP

	93
	Cer 17:0;3O/24:0;(2OH)
	C41H83NO5
	Cer_AP

	94
	Cer 18:1;3O/16:0;(2OH)
	C34H67NO5
	Cer_AP

	95
	Cer 22:1;3O/23:0;(2OH)
	C45H89NO5
	Cer_AP

	96
	Cer 18:0;3O/16:0;(2OH)
	C34H69NO5
	Cer_AP

	97
	Cer 18:1;3O/21:0;(2OH)
	C39H77NO5
	Cer_AP

	98
	Cer 20:2;3O/22:0;(2OH)
	C42H81NO5
	Cer_AP

	99
	Cer 16:0;2O/18:1;(3OH)
	C34H67NO4
	Cer_BDS

	100
	Cer 19:0;2O/23:1;(3OH)
	C42H83NO4
	Cer_BDS

	101
	Cer 26:0;2O/16:0;(3OH)
	C42H85NO4
	Cer_BDS

	102
	Cer 20:0;2O/20:0;(3OH)
	C40H81NO4
	Cer_BDS

	103
	Cer 28:0;2O/16:0;(3OH)
	C44H89NO4
	Cer_BDS

	104
	Cer 20:0;2O/20:1;(3OH)
	C40H79NO4
	Cer_BDS

	105
	Cer 24:0;2O/17:0;(3OH)
	C41H83NO4
	Cer_BDS

	106
	Cer 27:0;2O/16:0;(3OH)
	C43H87NO4
	Cer_BDS

	107
	Cer 15:1;2O/19:0;(3OH)
	C34H67NO4
	Cer_BS

	108
	Cer 14:1;2O/30:0;(3OH)
	C44H87NO4
	Cer_BS

	109
	Cer 22:1;2O/19:0;(3OH)
	C41H81NO4
	Cer_BS

	110
	Cer 16:1;2O/18:1;(3OH)
	C34H65NO4
	Cer_BS

	111
	Cer 17:0;2O/17:0
	C34H69NO3
	Cer_NDS

	112
	Cer 16:0;2O/22:2
	C38H73NO3
	Cer_NDS

	113
	Cer 18:1;2O/16:1
	C34H65NO3
	Cer_NS

	114
	Cer 18:2;2O/16:1
	C34H63NO3
	Cer_NS

	115
	Cer 18:1;2O/16:0
	C34H67NO3
	Cer_NS

	116
	Cer 18:1;2O/24:0
	C42H83NO3
	Cer_NS

	117
	DG 16:0_18:3
	C37H66O5
	DG

	118
	DG 16:0_18:2
	C37H68O5
	DG

	119
	DG 18:0_18:3
	C39H70O5
	DG

	120
	DG 18:3_18:3
	C39H64O5
	DG

	121
	DG 18:2_18:3
	C39H66O5
	DG

	122
	DG 18:1_18:3
	C39H68O5
	DG

	123
	DG 16:0_16:0
	C35H68O5
	DG

	124
	DG 16:0_18:1
	C37H70O5
	DG

	125
	DG 24:0_18:3
	C45H82O5
	DG

	126
	DG 16:0_18:0
	C37H72O5
	DG

	127
	DG 22:0_18:3
	C43H78O5
	DG

	128
	DG 20:0_18:3
	C41H74O5
	DG

	129
	DG 18:0_18:2
	C39H72O5
	DG

	130
	DG 24:0_18:2
	C45H84O5
	DG

	131
	DG 18:0_18:0
	C39H76O5
	DG

	132
	DG 14:0_18:3
	C35H62O5
	DG

	133
	DG 23:0_18:3
	C44H80O5
	DG

	134
	DG 26:0_18:3
	C47H86O5
	DG

	135
	DG 25:0_18:3
	C46H84O5
	DG

	136
	DG 16:0_16:1
	C35H66O5
	DG

	137
	DG 17:0_18:3
	C38H68O5
	DG

	138
	DG 16:1_18:3
	C37H64O5
	DG

	139
	DG 16:0_16:2
	C35H64O5
	DG

	140
	DG 18:0_20:0
	C41H80O5
	DG

	141
	DG 25:0_18:2
	C46H86O5
	DG

	142
	DG 14:0_16:0
	C33H64O5
	DG

	143
	DG 15:0_18:2
	C36H66O5
	DG

	144
	DG 19:0_18:3
	C40H72O5
	DG

	145
	DG 17:0_18:0
	C38H74O5
	DG

	146
	DG 15:0_16:0
	C34H66O5
	DG

	147
	DG 28:0_18:3
	C49H90O5
	DG

	148
	DG 26:0_26:0
	C55H108O5
	DG

	149
	DG 12:0_16:0
	C31H60O5
	DG

	150
	DG 24:0_26:0
	C53H104O5
	DG

	151
	DG 20:0_26:0
	C49H96O5
	DG

	152
	DG 22:0_26:0
	C51H100O5
	DG

	153
	DGDG 18:3_18:3
	C51H84O15
	DGDG

	154
	DGDG 16:0_18:3
	C49H86O15
	DGDG

	155
	DGDG 18:0_18:3
	C51H90O15
	DGDG

	156
	DGDG 16:0_18:2
	C49H88O15
	DGDG

	157
	DGDG 16:0_20:4
	C51H88O15
	DGDG

	158
	DGDG 18:0_18:2
	C51H92O15
	DGDG

	159
	DGGA 16:0_18:3
	C43H74O11
	DGGA

	160
	DGGA 16:0_16:0
	C41H76O11
	DGGA

	161
	DGGA 18:0_18:3
	C45H78O11
	DGGA

	162
	DG O-19:0_15:1
	C37H72O4
	EtherDG

	163
	DGDG O-8:0_22:1
	C45H84O14
	EtherDGDG

	164
	DGDG O-24:0_18:3
	C57H104O14
	EtherDGDG

	165
	DGDG O-9:0_2:0
	C26H48O14
	EtherDGDG

	166
	DGDG O-9:0_9:0
	C33H62O14
	EtherDGDG

	167
	DGDG O-24:0_16:0
	C55H106O14
	EtherDGDG

	168
	DGDG O-28:5_16:1
	C59H102O14
	EtherDGDG

	169
	DGDG O-26:3_18:3
	C59H102O14
	EtherDGDG

	170
	DGDG O-24:0_18:1
	C57H108O14
	EtherDGDG

	171
	DGDG O-18:1_4:0
	C37H68O14
	EtherDGDG

	172
	DGDG O-16:1_2:0
	C33H60O14
	EtherDGDG

	173
	DGDG O-8:0_2:0
	C25H46O14
	EtherDGDG

	174
	MGDG O-8:0_14:1
	C31H58O9
	EtherMGDG

	175
	MGDG O-13:0_26:1
	C48H92O9
	EtherMGDG

	176
	MGDG O-17:1_28:0
	C54H104O9
	EtherMGDG

	177
	MGDG O-26:3_16:0
	C51H94O9
	EtherMGDG

	178
	MGDG O-15:1_28:0
	C52H100O9
	EtherMGDG

	179
	MGDG O-28:7_16:2
	C53H86O9
	EtherMGDG

	180
	MGDG O-11:0_28:0
	C48H94O9
	EtherMGDG

	181
	MGDG O-26:7_18:2
	C53H86O9
	EtherMGDG

	182
	MGDG O-16:4_28:5
	C53H86O9
	EtherMGDG

	183
	MGDG O-8:0_18:5
	C35H58O9
	EtherMGDG

	184
	MGDG O-26:7_2:0
	C37H58O9
	EtherMGDG

	185
	MGDG O-8:0_18:1
	C35H66O9
	EtherMGDG

	186
	MGDG O-8:0_18:0
	C35H68O9
	EtherMGDG

	187
	MGDG O-16:0_18:3
	C43H78O9
	EtherMGDG

	188
	MGDG O-14:1_28:0
	C51H98O9
	EtherMGDG

	189
	MGDG O-26:7_15:0
	C50H84O9
	EtherMGDG

	190
	MGDG O-15:1_28:3
	C52H94O9
	EtherMGDG

	191
	MGDG O-8:0_10:0
	C27H52O9
	EtherMGDG

	192
	MGDG O-8:0_6:0
	C23H44O9
	EtherMGDG

	193
	MGDG O-11:0_28:7
	C48H80O9
	EtherMGDG

	194
	MGDG O-26:2_18:0
	C53H100O9
	EtherMGDG

	195
	MGDG O-22:6_3:0
	C34H54O9
	EtherMGDG

	196
	PE O-18:0_18:1;O
	C41H82NO8P
	EtherOxPE

	197
	PE O-18:1_18:2;O
	C41H78NO8P
	EtherOxPE

	198
	PE O-16:0_18:2;O
	C39H76NO8P
	EtherOxPE

	199
	PC O-14:0_2:0
	C24H50NO7P
	EtherPC

	200
	PC O-18:0_2:0
	C28H58NO7P
	EtherPC

	201
	PC O-25:0
	C33H68NO7P
	EtherPC

	202
	PE O-13:0_3:0
	C21H44NO7P
	EtherPE

	203
	PE O-11:0_5:0
	C21H44NO7P
	EtherPE

	204
	PE O-21:0_3:0
	C29H60NO7P
	EtherPE

	205
	PE O-20:0_3:0
	C28H58NO7P
	EtherPE

	206
	PE O-24:2_17:2
	C46H86NO7P
	EtherPE

	207
	PE O-22:6_16:0
	C43H76NO7P
	EtherPE

	208
	PE O-24:0_2:0
	C31H64NO7P
	EtherPE

	209
	PE O-22:2_28:6
	C55H96NO7P
	EtherPE

	210
	PG O-16:4_16:0
	C38H69O9P
	EtherPG

	211
	PG O-17:0_18:3
	C41H77O9P
	EtherPG

	212
	PG O-20:5_11:0
	C37H65O9P
	EtherPG

	213
	PG O-18:4_21:2
	C45H79O9P
	EtherPG

	214
	PG O-12:0_18:0
	C36H73O9P
	EtherPG

	215
	PG O-19:1_18:3
	C43H79O9P
	EtherPG

	216
	PG O-22:5_18:1
	C46H81O9P
	EtherPG

	217
	PS O-17:0_18:3
	C41H76NO9P
	EtherPS

	218
	SMGDG O-21:0_28:4
	C58H106O12S
	EtherSMGDG

	219
	SMGDG O-8:0_26:4
	C43H76O12S
	EtherSMGDG

	220
	SMGDG O-17:2_28:7
	C54H88O12S
	EtherSMGDG

	221
	SMGDG O-8:0_10:0
	C27H52O12S
	EtherSMGDG

	222
	SMGDG O-13:1_28:7
	C50H82O12S
	EtherSMGDG

	223
	SMGDG O-19:2_28:7
	C56H92O12S
	EtherSMGDG

	224
	SMGDG O-8:0_20:1
	C37H70O12S
	EtherSMGDG

	225
	SMGDG O-21:0_28:1
	C58H112O12S
	EtherSMGDG

	226
	SMGDG O-21:0_28:3
	C58H108O12S
	EtherSMGDG

	227
	SMGDG O-14:0_28:4
	C51H92O12S
	EtherSMGDG

	228
	SMGDG O-8:0_20:0
	C37H72O12S
	EtherSMGDG

	229
	SMGDG O-16:3_2:0
	C27H46O12S
	EtherSMGDG

	230
	SMGDG O-21:0_28:2
	C58H110O12S
	EtherSMGDG

	231
	SMGDG O-8:0_21:1
	C38H72O12S
	EtherSMGDG

	232
	SMGDG O-16:2_22:6
	C47H76O12S
	EtherSMGDG

	233
	SMGDG O-8:0_23:0
	C40H78O12S
	EtherSMGDG

	234
	SMGDG O-23:0_28:7
	C60H104O12S
	EtherSMGDG

	235
	SMGDG O-8:0_24:3
	C41H74O12S
	EtherSMGDG

	236
	SMGDG O-16:1_28:7
	C53H88O12S
	EtherSMGDG

	237
	SMGDG O-26:0_28:7
	C63H110O12S
	EtherSMGDG

	238
	SMGDG O-15:0_28:6
	C52H90O12S
	EtherSMGDG

	239
	SMGDG O-8:0_24:1
	C41H78O12S
	EtherSMGDG

	240
	SMGDG O-8:0_28:4
	C45H80O12S
	EtherSMGDG

	241
	SMGDG O-16:3_22:6
	C47H74O12S
	EtherSMGDG

	242
	SMGDG O-8:0_16:0
	C33H64O12S
	EtherSMGDG

	243
	SMGDG O-24:2_28:7
	C61H102O12S
	EtherSMGDG

	244
	SMGDG O-8:0_28:7
	C45H74O12S
	EtherSMGDG

	245
	SMGDG O-19:0_28:2
	C56H106O12S
	EtherSMGDG

	246
	SMGDG O-17:1_28:7
	C54H90O12S
	EtherSMGDG

	247
	SMGDG O-16:4_18:5
	C43H66O12S
	EtherSMGDG

	248
	SMGDG O-8:0_26:0
	C43H84O12S
	EtherSMGDG

	249
	SMGDG O-8:0_19:1
	C36H68O12S
	EtherSMGDG

	250
	SMGDG O-8:0_18:3
	C35H62O12S
	EtherSMGDG

	251
	SMGDG O-17:0_28:1
	C54H104O12S
	EtherSMGDG

	252
	SMGDG O-23:0_28:5
	C60H108O12S
	EtherSMGDG

	253
	SMGDG O-8:0_26:2
	C43H80O12S
	EtherSMGDG

	254
	SMGDG O-16:4_20:5
	C45H70O12S
	EtherSMGDG

	255
	SMGDG O-23:0_28:1
	C60H116O12S
	EtherSMGDG

	256
	SMGDG O-16:2_2:0
	C27H48O12S
	EtherSMGDG

	257
	SMGDG O-8:0_26:6
	C43H72O12S
	EtherSMGDG

	258
	SMGDG O-16:3_18:5
	C43H68O12S
	EtherSMGDG

	259
	SMGDG O-8:0_12:0
	C29H56O12S
	EtherSMGDG

	260
	SMGDG O-8:0_21:0
	C38H74O12S
	EtherSMGDG

	261
	SMGDG O-8:0_22:1
	C39H74O12S
	EtherSMGDG

	262
	SMGDG O-21:1_13:0
	C43H82O12S
	EtherSMGDG

	263
	SMGDG O-22:0_28:6
	C59H104O12S
	EtherSMGDG

	264
	SMGDG O-23:0_28:6
	C60H106O12S
	EtherSMGDG

	265
	SMGDG O-19:1_28:7
	C56H94O12S
	EtherSMGDG

	266
	SMGDG O-17:0_28:7
	C54H92O12S
	EtherSMGDG

	267
	SMGDG O-15:0_28:1
	C52H100O12S
	EtherSMGDG

	268
	SMGDG O-26:5_28:7
	C63H100O12S
	EtherSMGDG

	269
	SMGDG O-21:2_28:7
	C58H96O12S
	EtherSMGDG

	270
	SMGDG O-8:0_28:5
	C45H78O12S
	EtherSMGDG

	271
	SMGDG O-14:0_21:1
	C44H84O12S
	EtherSMGDG

	272
	SMGDG O-11:0_28:0
	C48H94O12S
	EtherSMGDG

	273
	SMGDG O-16:0_28:5
	C53H94O12S
	EtherSMGDG

	274
	SMGDG O-13:1_3:0
	C25H46O12S
	EtherSMGDG

	275
	SMGDG O-25:0_28:1
	C62H120O12S
	EtherSMGDG

	276
	SMGDG O-8:0_22:0
	C39H76O12S
	EtherSMGDG

	277
	SMGDG O-8:0_24:4
	C41H72O12S
	EtherSMGDG

	278
	SMGDG O-27:0_28:7
	C64H112O12S
	EtherSMGDG

	279
	SMGDG O-8:0_22:2
	C39H72O12S
	EtherSMGDG

	280
	SMGDG O-9:0_22:4
	C40H70O12S
	EtherSMGDG

	281
	SMGDG O-23:0_28:2
	C60H114O12S
	EtherSMGDG

	282
	SMGDG O-8:0_24:6
	C41H68O12S
	EtherSMGDG

	283
	SMGDG O-17:0_28:6
	C54H94O12S
	EtherSMGDG

	284
	SMGDG O-15:0_28:7
	C52H88O12S
	EtherSMGDG

	285
	SMGDG O-22:6_26:7
	C57H86O12S
	EtherSMGDG

	286
	SMGDG O-15:0_28:4
	C52H94O12S
	EtherSMGDG

	287
	SMGDG O-8:0_20:4
	C37H64O12S
	EtherSMGDG

	288
	SMGDG O-20:0_28:1
	C57H110O12S
	EtherSMGDG

	289
	SMGDG O-24:6_28:7
	C61H94O12S
	EtherSMGDG

	290
	SMGDG O-8:0_26:3
	C43H78O12S
	EtherSMGDG

	291
	SMGDG O-8:0_17:0
	C34H66O12S
	EtherSMGDG

	292
	SMGDG O-9:0_22:3
	C40H72O12S
	EtherSMGDG

	293
	SMGDG O-8:0_19:0
	C36H70O12S
	EtherSMGDG

	294
	SMGDG O-9:0_24:6
	C42H70O12S
	EtherSMGDG

	295
	SMGDG O-13:1_26:7
	C48H78O12S
	EtherSMGDG

	296
	SMGDG O-8:0_9:0
	C26H50O12S
	EtherSMGDG

	297
	SMGDG O-25:0_28:4
	C62H114O12S
	EtherSMGDG

	298
	SMGDG O-18:1_28:7
	C55H92O12S
	EtherSMGDG

	299
	SMGDG O-13:1_2:0
	C24H44O12S
	EtherSMGDG

	300
	SMGDG O-18:5_5:0
	C32H52O12S
	EtherSMGDG

	301
	TG O-8:0_8:0_16:0
	C35H68O5
	EtherTG

	302
	TG O-8:0_8:0_18:3
	C37H66O5
	EtherTG

	303
	TG O-18:2_8:0_8:0
	C37H68O5
	EtherTG

	304
	TG O-8:0_10:0_18:3
	C39H70O5
	EtherTG

	305
	TG O-8:0_8:0_20:5
	C39H66O5
	EtherTG

	306
	TG O-8:0_8:0_18:2
	C37H68O5
	EtherTG

	307
	TG O-8:0_8:0_18:4
	C37H64O5
	EtherTG

	308
	TG O-16:2_8:0_8:0
	C35H64O5
	EtherTG

	309
	TG O-12:0_10:0_10:0
	C35H68O5
	EtherTG

	310
	TG O-16:4_10:0_10:0
	C39H68O5
	EtherTG

	311
	TG O-18:3_8:0_8:0
	C37H66O5
	EtherTG

	312
	TG O-14:1_14:1_14:1
	C45H82O5
	EtherTG

	313
	TG O-16:3_8:0_8:0
	C35H62O5
	EtherTG

	314
	TG O-10:0_12:0_12:0
	C37H72O5
	EtherTG

	315
	TG O-8:0_16:0_16:0
	C43H84O5
	EtherTG

	316
	TG O-8:0_14:0_14:0
	C39H76O5
	EtherTG

	317
	TG O-20:4_22:2_22:2
	C67H116O5
	EtherTG

	318
	TG O-8:0_14:1_14:1
	C39H72O5
	EtherTG

	319
	TG O-10:0_14:0_14:0
	C41H80O5
	EtherTG

	320
	TG O-18:4_8:0_8:0
	C37H64O5
	EtherTG

	321
	TG O-10:0_16:1_16:1
	C45H84O5
	EtherTG

	322
	TG O-16:3_14:0_14:0
	C47H86O5
	EtherTG

	323
	TG O-8:0_18:3_18:3
	C47H80O5
	EtherTG

	324
	TG O-16:1_8:0_8:0
	C35H66O5
	EtherTG

	325
	TG O-8:0_16:3_16:3
	C43H72O5
	EtherTG

	326
	TG O-10:0_10:0_10:0
	C33H64O5
	EtherTG

	327
	TG O-8:0_8:0_8:0
	C27H52O5
	EtherTG

	328
	TG O-10:0_8:0_8:0
	C29H56O5
	EtherTG

	329
	TG O-10:0_20:0_20:0
	C53H104O5
	EtherTG

	330
	TG O-8:0_22:0_22:0
	C55H108O5
	EtherTG

	331
	TG O-8:0_20:0_20:0
	C51H100O5
	EtherTG

	332
	FA 16:0
	C16H32O2
	FA

	333
	FA 18:3
	C18H30O2
	FA

	334
	FA 18:1
	C18H34O2
	FA

	335
	FA 18:0
	C18H36O2
	FA

	336
	FA 18:2
	C18H32O2
	FA

	337
	FA 24:0
	C24H48O2
	FA

	338
	FA 42:5
	C42H74O2
	FA

	339
	FA 16:1
	C16H30O2
	FA

	340
	FA 40:5
	C40H70O2
	FA

	341
	FA 22:0
	C22H44O2
	FA

	342
	FA 18:4
	C18H28O2
	FA

	343
	FA 28:7
	C28H42O2
	FA

	344
	FA 25:0
	C25H50O2
	FA

	345
	FA 26:0
	C26H52O2
	FA

	346
	FA 23:0
	C23H46O2
	FA

	347
	FA 20:0
	C20H40O2
	FA

	348
	FA 15:0
	C15H30O2
	FA

	349
	FA 14:0
	C14H28O2
	FA

	350
	FA 44:5
	C44H78O2
	FA

	351
	FA 28:0
	C28H56O2
	FA

	352
	FA 17:0
	C17H34O2
	FA

	353
	FA 30:0
	C30H60O2
	FA

	354
	FAHFA 16:2/2:0
	C18H30O4
	FAHFA

	355
	FAHFA 18:3/18:3
	C36H58O4
	FAHFA

	356
	FAHFA 16:0/18:2
	C34H62O4
	FAHFA

	357
	HBMP 16:0_16:0_18:3
	C56H103O11P
	HBMP

	358
	HBMP 20:3_20:4_16:0
	C62H107O11P
	HBMP

	359
	HBMP 16:0_16:0_16:0
	C54H105O11P
	HBMP

	360
	HBMP 16:0_16:0_18:0
	C56H109O11P
	HBMP

	361
	HBMP 18:3_18:3_16:0
	C58H101O11P
	HBMP

	362
	HBMP 18:1_18:3_16:0
	C58H105O11P
	HBMP

	363
	HexCer 18:1;3O/24:0;(2OH)
	C48H93NO10
	HexCer_AP

	364
	HexCer 18:1;3O/22:0;(2OH)
	C46H89NO10
	HexCer_AP

	365
	HexCer 13:1;3O/20:2;(2OH)
	C39H71NO10
	HexCer_AP

	366
	HexCer 20:0;3O/20:1;(2OH)
	C46H89NO10
	HexCer_AP

	367
	HexCer 18:1;3O/26:0;(2OH)
	C50H97NO10
	HexCer_AP

	368
	HexCer 18:1;3O/25:0;(2OH)
	C49H95NO10
	HexCer_AP

	369
	HexCer 18:1;3O/23:0;(2OH)
	C47H91NO10
	HexCer_AP

	370
	HexCer 18:1;3O/16:0;(2OH)
	C40H77NO10
	HexCer_AP

	371
	HexCer 20:1;3O/24:0;(2OH)
	C50H97NO10
	HexCer_AP

	372
	HexCer 18:1;3O/21:0;(2OH)
	C45H87NO10
	HexCer_AP

	373
	HexCer 18:3;3O/24:0;(2OH)
	C48H89NO10
	HexCer_AP

	374
	HexCer 19:2;3O/23:0;(2OH)
	C48H91NO10
	HexCer_AP

	375
	HexCer 43:1;3O(FA 15:1)
	C64H121NO10
	HexCer_EOS

	376
	HexCer 22:0;2O/12:1;O
	C40H77NO9
	HexCer_HDS

	377
	HexCer 22:0;2O/22:1;O
	C50H97NO9
	HexCer_HDS

	378
	HexCer 18:2;2O/16:0;O
	C40H75NO9
	HexCer_HS

	379
	HexCer 16:2;2O/18:0;O
	C40H75NO9
	HexCer_HS

	380
	HexCer 18:2;2O/24:0;O
	C48H91NO9
	HexCer_HS

	381
	HexCer 18:1;2O/16:0;O
	C40H77NO9
	HexCer_HS

	382
	HexCer 21:1;2O/12:1;O
	C39H73NO9
	HexCer_HS

	383
	HexCer 18:2;2O/16:1
	C40H73NO8
	HexCer_NS

	384
	HexCer 18:2;2O/16:0
	C40H75NO8
	HexCer_NS

	385
	HexCer 32:2;2O/2:0
	C40H75NO8
	HexCer_NS

	386
	HexCer 18:3;2O/18:5
	C42H67NO8
	HexCer_NS

	387
	LDGCC 30:6
	C40H67NO7
	LDGCC

	388
	LDGCC 34:8
	C44H71NO7
	LDGCC

	389
	LNAPE 18:2/N-16:0
	C39H74NO8P
	LNAPE

	390
	LNAPE 18:3/N-22:0
	C45H84NO8P
	LNAPE

	391
	LNAPE 18:0/N-18:3
	C41H76NO8P
	LNAPE

	392
	LNAPE 18:3/N-24:0
	C47H88NO8P
	LNAPE

	393
	LNAPE 16:0/N-18:3
	C39H72NO8P
	LNAPE

	394
	LNAPE 18:2/N-22:0
	C45H86NO8P
	LNAPE

	395
	LNAPE 18:2/N-18:3
	C41H72NO8P
	LNAPE

	396
	LNAPE 20:4/N-16:0
	C41H74NO8P
	LNAPE

	397
	LNAPE 18:3/N-18:1
	C41H74NO8P
	LNAPE

	398
	LNAPE 18:0/N-16:0
	C39H78NO8P
	LNAPE

	399
	LNAPE 16:1/N-16:0
	C37H72NO8P
	LNAPE

	400
	LNAPE 17:1/N-16:0
	C38H74NO8P
	LNAPE

	401
	LNAPS 18:0/N-21:2
	C45H84NO10P
	LNAPS

	402
	LNAPS 21:2/N-19:1
	C46H84NO10P
	LNAPS

	403
	LNAPS 24:1/N-15:0
	C45H86NO10P
	LNAPS

	404
	LNAPS 22:2/N-19:0
	C47H88NO10P
	LNAPS

	405
	LNAPS 23:0/N-18:3
	C47H86NO10P
	LNAPS

	406
	LPA 16:0
	C19H39O7P
	LPA

	407
	LPA 17:0
	C20H41O7P
	LPA

	408
	LPA 18:3
	C21H37O7P
	LPA

	409
	LPA 18:0
	C21H43O7P
	LPA

	410
	LPA 20:3
	C23H41O7P
	LPA

	411
	LPA 18:2
	C21H39O7P
	LPA

	412
	LPA 20:0
	C23H47O7P
	LPA

	413
	LPA 25:0
	C28H57O7P
	LPA

	414
	LPC 16:0-SN1
	C24H50NO7P
	LPC

	415
	LPC 18:0-SN1
	C26H54NO7P
	LPC

	416
	LPC 20:0-SN1
	C28H58NO7P
	LPC

	417
	LPC 18:3-SN1
	C26H48NO7P
	LPC

	418
	LPC 34:6-SN2
	C42H74NO7P
	LPC

	419
	LPC 22:0-SN1
	C30H62NO7P
	LPC

	420
	LPC 16:0
	C24H50NO7P
	LPC

	421
	LPC 18:2-SN1
	C26H50NO7P
	LPC

	422
	LPC 18:0
	C26H54NO7P
	LPC

	423
	LPC 18:3
	C26H48NO7P
	LPC

	424
	LPC 24:0-SN1
	C32H66NO7P
	LPC

	425
	LPC 14:0
	C22H46NO7P
	LPC

	426
	LPC 21:0-SN2
	C29H60NO7P
	LPC

	427
	LPC 20:0
	C28H58NO7P
	LPC

	428
	LPC 22:0-SN2
	C30H62NO7P
	LPC

	429
	LPC 19:0-SN1
	C27H56NO7P
	LPC

	430
	LPC 18:2
	C26H50NO7P
	LPC

	431
	LPC 17:0-SN1
	C25H52NO7P
	LPC

	432
	LPC 22:0
	C30H62NO7P
	LPC

	433
	LPC 24:0
	C32H66NO7P
	LPC

	434
	LPC 16:3
	C24H44NO7P
	LPC

	435
	LPC 19:0
	C27H56NO7P
	LPC

	436
	LPE 16:0
	C21H44NO7P
	LPE

	437
	LPE 18:0
	C23H48NO7P
	LPE

	438
	LPE 18:3
	C23H42NO7P
	LPE

	439
	LPE 22:0
	C27H56NO7P
	LPE

	440
	LPE 20:0
	C25H52NO7P
	LPE

	441
	LPE 18:2
	C23H44NO7P
	LPE

	442
	LPE 23:0
	C28H58NO7P
	LPE

	443
	LPE 18:1
	C23H46NO7P
	LPE

	444
	LPE 15:0
	C20H42NO7P
	LPE

	445
	LPE 21:0
	C26H54NO7P
	LPE

	446
	LPE 17:0
	C22H46NO7P
	LPE

	447
	LPE 16:1
	C21H42NO7P
	LPE

	448
	LPG 16:0
	C22H45O9P
	LPG

	449
	LPG 18:0
	C24H49O9P
	LPG

	450
	LPI 16:0
	C25H49O12P
	LPI

	451
	LPI 18:3
	C27H47O12P
	LPI

	452
	LPS 24:0
	C30H60NO9P
	LPS

	453
	LPS 20:0
	C26H52NO9P
	LPS

	454
	LPS 18:3
	C24H42NO9P
	LPS

	455
	LPS 21:0
	C27H54NO9P
	LPS

	456
	MG 18:0
	C21H42O4
	MG

	457
	MG 16:0
	C19H38O4
	MG

	458
	MG 22:0
	C25H50O4
	MG

	459
	MG 26:0
	C29H58O4
	MG

	460
	MGDG 18:3_18:3
	C45H74O10
	MGDG

	461
	MGDG 16:0_16:0
	C41H78O10
	MGDG

	462
	MGDG 16:0_18:3
	C43H76O10
	MGDG

	463
	MGDG 16:0_18:0
	C43H82O10
	MGDG

	464
	MGDG 18:0_18:3
	C45H80O10
	MGDG

	465
	MGDG 14:0_18:3
	C41H72O10
	MGDG

	466
	NAGlySer 18:3/18:3
	C41H66N2O7
	NAGlySer

	467
	NAGlySer 18:0/19:0
	C42H80N2O7
	NAGlySer

	468
	PE 16:0_18:1;O
	C39H76NO9P
	OxPE

	469
	PA 18:2_18:3
	C39H67O8P
	PA

	470
	PA 16:0_20:4
	C39H69O8P
	PA

	471
	PC 16:0_18:3
	C42H78NO8P
	PC

	472
	PC 16:0_18:2
	C42H80NO8P
	PC

	473
	PC 18:0_18:3
	C44H82NO8P
	PC

	474
	PC 18:3_18:3
	C44H76NO8P
	PC

	475
	PC 16:0_16:0
	C40H80NO8P
	PC

	476
	PC 22:0_18:3
	C48H90NO8P
	PC

	477
	PC 18:2_18:3
	C44H78NO8P
	PC

	478
	PC 18:0_18:2
	C44H84NO8P
	PC

	479
	PC 17:0_17:0
	C42H84NO8P
	PC

	480
	PC 24:0_18:3
	C50H94NO8P
	PC

	481
	PC 18:2_18:2
	C44H80NO8P
	PC

	482
	PC 34:3
	C42H78NO8P
	PC

	483
	PC 36:3
	C44H82NO8P
	PC

	484
	PC 34:2
	C42H80NO8P
	PC

	485
	PC 36:6
	C44H76NO8P
	PC

	486
	PC 14:0_18:2
	C40H76NO8P
	PC

	487
	PC 36:4
	C44H80NO8P
	PC

	488
	PE 16:0_18:2
	C39H74NO8P
	PE

	489
	PE 22:0_18:3
	C45H84NO8P
	PE

	490
	PE 18:0_18:3
	C41H76NO8P
	PE

	491
	PE 18:1_18:5
	C41H70NO8P
	PE

	492
	PE 18:0_20:3
	C43H80NO8P
	PE

	493
	PE 16:0_16:0
	C37H74NO8P
	PE

	494
	PE 18:3_18:3
	C41H70NO8P
	PE

	495
	PE 36:3
	C41H76NO8P
	PE

	496
	PE 32:1
	C37H72NO8P
	PE

	497
	PE-Cer 16:2;2O/18:2;O
	C36H67N2O7P
	PE_Cer

	498
	PE-Cer 17:2;2O/18:2;O
	C37H69N2O7P
	PE_Cer

	499
	PE-Cer 16:2;2O/18:1;O
	C36H69N2O7P
	PE_Cer

	500
	PE-Cer 18:2;2O/18:2;O
	C38H71N2O7P
	PE_Cer

	501
	PE-Cer 12:2;2O/22:0;O
	C36H71N2O7P
	PE_Cer

	502
	PE-Cer 20:2;2O/18:2;O
	C40H75N2O7P
	PE_Cer

	503
	PE-Cer 15:3;2O/21:0;O
	C38H73N2O7P
	PE_Cer

	504
	PE-Cer 13:2;2O/26:2;O
	C41H77N2O7P
	PE_Cer

	505
	PE-Cer 15:2;2O/18:2;O
	C35H65N2O7P
	PE_Cer

	506
	PEtOH 18:0_18:3
	C41H75O8P
	PEtOH

	507
	PEtOH 18:3_18:3
	C41H69O8P
	PEtOH

	508
	PEtOH 16:0_18:2
	C39H73O8P
	PEtOH

	509
	PG 16:0_18:3
	C40H73O10P
	PG

	510
	PG 16:0_18:0
	C40H79O10P
	PG

	511
	PG 16:0_16:0
	C38H75O10P
	PG

	512
	PG 18:3_18:3
	C42H71O10P
	PG

	513
	PG 18:1_18:1
	C42H79O10P
	PG

	514
	PI 16:0_18:3
	C43H77O13P
	PI

	515
	PI 34:3
	C43H77O13P
	PI

	516
	PI 34:2
	C43H79O13P
	PI

	517
	PMeOH 16:0_18:3
	C38H69O8P
	PMeOH

	518
	PMeOH 16:0_18:2
	C38H71O8P
	PMeOH

	519
	PMeOH 18:3_18:3
	C40H67O8P
	PMeOH

	520
	PMeOH 18:2_18:3
	C40H69O8P
	PMeOH

	521
	PMeOH 16:0_16:0
	C36H71O8P
	PMeOH

	522
	PMeOH 22:0_18:3
	C44H81O8P
	PMeOH

	523
	PMeOH 24:0_18:3
	C46H85O8P
	PMeOH

	524
	PMeOH 18:2_18:2
	C40H71O8P
	PMeOH

	525
	PMeOH 16:0_18:1
	C38H73O8P
	PMeOH

	526
	PMeOH 16:0_16:1
	C36H69O8P
	PMeOH

	527
	ST 29:2;O;Hex
	C35H58O6
	SHex

	528
	ST 28:1;O;Hex
	C34H58O6
	SHex

	529
	ST 29:1;O;Hex
	C35H60O6
	SHex

	530
	ST 28:2;O;Hex
	C34H56O6
	SHex

	531
	SHexCer 48:2;2O
	C54H103NO11S
	SHexCer

	532
	SHexCer 33:0;2O
	C39H77NO11S
	SHexCer

	533
	SHexCer 46:4;3O
	C52H95NO12S
	SHexCer

	534
	SHexCer 45:0;3O
	C51H101NO12S
	SHexCer

	535
	SHexCer 59:2;2O
	C65H125NO11S
	SHexCer

	536
	SHexCer 44:4;3O
	C50H91NO12S
	SHexCer

	537
	SHexCer 48:4;3O
	C54H99NO12S
	SHexCer

	538
	SHexCer 35:2;3O
	C41H77NO12S
	SHexCer

	539
	SHexCer 33:1;3O
	C39H75NO12S
	SHexCer

	540
	SHexCer 39:0;2O
	C45H89NO11S
	SHexCer

	541
	SHexCer 61:2;2O
	C67H129NO11S
	SHexCer

	542
	SHexCer 48:1;2O
	C54H105NO11S
	SHexCer

	543
	SHexCer 41:0;2O
	C47H93NO11S
	SHexCer

	544
	SHexCer 47:0;3O
	C53H105NO12S
	SHexCer

	545
	SHexCer 33:0;3O
	C39H77NO12S
	SHexCer

	546
	SHexCer 45:4;3O
	C51H93NO12S
	SHexCer

	547
	SHexCer 47:1;3O
	C53H103NO12S
	SHexCer

	548
	SHexCer 47:4;3O
	C53H97NO12S
	SHexCer

	549
	SHexCer 49:5;3O
	C55H99NO12S
	SHexCer

	550
	SHexCer 36:0;3O
	C42H83NO12S
	SHexCer

	551
	SHexCer 38:4;3O
	C44H79NO12S
	SHexCer

	552
	SHexCer 50:2;2O
	C56H107NO11S
	SHexCer

	553
	SHexCer 35:1;3O
	C41H79NO12S
	SHexCer

	554
	SHexCer 57:2;2O
	C63H121NO11S
	SHexCer

	555
	SHexCer 31:1;2O
	C37H71NO11S
	SHexCer

	556
	SHexCer 43:2;2O
	C49H93NO11S
	SHexCer

	557
	SHexCer 60:2;2O
	C66H127NO11S
	SHexCer

	558
	SHexCer 43:1;3O
	C49H95NO12S
	SHexCer

	559
	SHexCer 39:1;3O
	C45H87NO12S
	SHexCer

	560
	SHexCer 46:0;3O
	C52H103NO12S
	SHexCer

	561
	SHexCer 43:0;2O
	C49H97NO11S
	SHexCer

	562
	SHexCer 31:0;3O
	C37H73NO12S
	SHexCer

	563
	SHexCer 40:1;2O
	C46H89NO11S
	SHexCer

	564
	SHexCer 42:0;3O
	C48H95NO12S
	SHexCer

	565
	SHexCer 40:5;3O
	C46H81NO12S
	SHexCer

	566
	SHexCer 42:0;2O
	C48H95NO11S
	SHexCer

	567
	SHexCer 31:5;3O
	C37H63NO12S
	SHexCer

	568
	SHexCer 40:3;3O
	C46H85NO12S
	SHexCer

	569
	SHexCer 63:2;2O
	C69H133NO11S
	SHexCer

	570
	SHexCer 37:1;3O
	C43H83NO12S
	SHexCer

	571
	SHexCer 30:3;2O
	C36H65NO11S
	SHexCer

	572
	SHexCer 37:3;3O
	C43H79NO12S
	SHexCer

	573
	SHexCer 32:1;2O
	C38H73NO11S
	SHexCer

	574
	SHexCer 41:1;3O
	C47H91NO12S
	SHexCer

	575
	SHexCer 40:0;2O
	C46H91NO11S
	SHexCer

	576
	SHexCer 32:3;2O
	C38H69NO11S
	SHexCer

	577
	SHexCer 36:0;2O
	C42H83NO11S
	SHexCer

	578
	SHexCer 44:2;3O
	C50H95NO12S
	SHexCer

	579
	SHexCer 45:1;2O
	C51H99NO11S
	SHexCer

	580
	SHexCer 58:2;2O
	C64H123NO11S
	SHexCer

	581
	SHexCer 37:0;2O
	C43H85NO11S
	SHexCer

	582
	SHexCer 60:0;2O
	C66H131NO11S
	SHexCer

	583
	SHexCer 41:2;3O
	C47H89NO12S
	SHexCer

	584
	SHexCer 42:1;2O
	C48H93NO11S
	SHexCer

	585
	SHexCer 32:0;2O
	C38H75NO11S
	SHexCer

	586
	SHexCer 61:3;2O
	C67H127NO11S
	SHexCer

	587
	SHexCer 35:0;3O
	C41H81NO12S
	SHexCer

	588
	SHexCer 44:0;3O
	C50H99NO12S
	SHexCer

	589
	SHexCer 33:2;3O
	C39H73NO12S
	SHexCer

	590
	SHexCer 37:2;2O
	C43H81NO11S
	SHexCer

	591
	SHexCer 52:0;3O
	C58H115NO12S
	SHexCer

	592
	SHexCer 42:4;3O
	C48H87NO12S
	SHexCer

	593
	SHexCer 18:2;2O/16:0;O
	C40H75NO12S
	SHexCer

	594
	SHexCer 42:5;3O
	C48H85NO12S
	SHexCer

	595
	SHexCer 40:4;3O
	C46H83NO12S
	SHexCer

	596
	SHexCer 62:2;2O
	C68H131NO11S
	SHexCer

	597
	SHexCer 43:4;3O
	C49H89NO12S
	SHexCer

	598
	SHexCer 43:5;3O
	C49H87NO12S
	SHexCer

	599
	SHexCer 41:0;3O
	C47H93NO12S
	SHexCer

	600
	SHexCer 49:4;3O
	C55H101NO12S
	SHexCer

	601
	SHexCer 41:1;2O
	C47H91NO11S
	SHexCer

	602
	SHexCer 52:1;2O
	C58H113NO11S
	SHexCer

	603
	SHexCer 38:0;2O
	C44H87NO11S
	SHexCer

	604
	SE 29:1/18:3
	C47H78O2
	SISE

	605
	SE 29:1/18:2
	C47H80O2
	SISE

	606
	SE 29:1/20:0
	C49H88O2
	SISE

	607
	SE 29:1/21:3
	C50H84O2
	SISE

	608
	SE 29:1/20:2
	C49H84O2
	SISE

	609
	SL 14:3;O/18:2;O
	C32H55NO6S
	SL

	610
	SL 15:0;O/26:0;O
	C41H83NO6S
	SL

	611
	SL 13:0;O/26:0;O
	C39H79NO6S
	SL

	612
	SL 13:2;O/16:2;O
	C29H51NO6S
	SL

	613
	SL 19:1;O/26:0;O
	C45H89NO6S
	SL

	614
	SL 17:0;O/26:0;O
	C43H87NO6S
	SL

	615
	SL 15:3;O/18:2;O
	C33H57NO6S
	SL

	616
	SL 19:3;O/26:1;O
	C45H83NO6S
	SL

	617
	SL 10:0;O/23:0;O
	C33H67NO6S
	SL

	618
	SL 10:0;O/24:0;O
	C34H69NO6S
	SL

	619
	SL 11:0;O/26:0;O
	C37H75NO6S
	SL

	620
	SL 15:3;O/22:2;O
	C37H65NO6S
	SL

	621
	SL 21:3;O/26:2;O
	C47H85NO6S
	SL

	622
	SL 23:3;O/26:2;O
	C49H89NO6S
	SL

	623
	SL 12:0;O/26:0;O
	C38H77NO6S
	SL

	624
	SL 21:3;O/26:1;O
	C47H87NO6S
	SL

	625
	SM 52:6;3O
	C57H105N2O7P
	SM

	626
	SM 39:5;3O
	C44H81N2O7P
	SM

	627
	SQDG 16:0_18:3
	C43H76O12S
	SQDG

	628
	ST 28:1;O;S
	C28H48O4S
	SSulfate

	629
	SE 29:2/18:3
	C47H76O2
	STSE

	630
	TG 16:0_18:3_18:3
	C55H94O6
	TG

	631
	TG 16:0_18:2_18:3
	C55H96O6
	TG

	632
	TG 17:2_18:2_19:2
	C57H98O6
	TG

	633
	TG 16:0_18:0_18:0
	C55H106O6
	TG

	634
	TG 16:0_16:0_18:2
	C53H98O6
	TG

	635
	TG 14:0_16:0_18:1
	C51H96O6
	TG

	636
	TG 8:0_8:0_20:5
	C39H64O6
	TG

	637
	TG 8:0_8:0_18:2
	C37H66O6
	TG

	638
	TG 16:0_16:0_18:3
	C53H96O6
	TG

	639
	TG 16:0_18:3_22:0
	C59H108O6
	TG

	640
	TG 16:0_16:0_18:0
	C53H102O6
	TG

	641
	TG 16:0_18:0_18:3
	C55H100O6
	TG

	642
	TG 16:0_18:1_18:1
	C55H102O6
	TG

	643
	TG 16:0_18:2_18:2
	C55H98O6
	TG

	644
	TG 18:0_18:3_22:0
	C61H112O6
	TG

	645
	TG 8:0_8:0_10:0
	C29H54O6
	TG

	646
	TG 16:0_18:0_18:1
	C55H104O6
	TG

	647
	TG 14:0_16:0_16:1
	C49H92O6
	TG

	648
	TG 16:0_16:0_18:1
	C53H100O6
	TG

	649
	TG 18:2_18:2_18:3
	C57H96O6
	TG

	650
	TG 8:0_8:0_18:3
	C37H64O6
	TG

	651
	TG 8:0_16:0_28:3
	C55H100O6
	TG

	652
	TG 14:0_16:1_18:1
	C51H94O6
	TG

	653
	TG 8:0_10:0_10:0
	C31H58O6
	TG

	654
	TG 14:0_18:0_18:1
	C53H100O6
	TG

	655
	TG 18:0_18:1_18:2
	C57H104O6
	TG

	656
	TG 16:0_17:1_17:1
	C53H98O6
	TG

	657
	TG 17:1_17:1_18:2
	C55H98O6
	TG

	658
	TG 10:0_18:1_26:2
	C57H104O6
	TG

	659
	TG 15:0_16:1_18:1
	C52H96O6
	TG

	660
	TG 18:2_18:3_18:3
	C57H94O6
	TG

	661
	TG 15:0_15:0_18:1
	C51H96O6
	TG

	662
	TG 16:0_18:2_20:5
	C57H96O6
	TG

	663
	TG 17:1_17:1_18:0
	C55H102O6
	TG

	664
	TG 18:0_18:0_18:4
	C57H102O6
	TG

	665
	TG 8:0_8:0_8:0
	C27H50O6
	TG

	666
	TG 9:0_20:4_30:6
	C62H100O6
	TG

	667
	TG 8:0_18:2_28:4
	C57H98O6
	TG







[bookmark: _Hlk192535264]Table S6: DAI Scoring Rules
	Score
	Weight loss (%)
	Stool consistency+
	Occult blood or gross bleeding

	0
	0
	Normal
	Negative

	1
	1-5%
	Loose stool
	Negative

	2
	5-10%
	Loose stool
	Hemoccult positive

	3
	10-20%
	Diarrhea
	Hemoccult positive

	4
	>20%
	Diarrhea
	Gross bleeding
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