Table S1. Mouse shRNA primer sequences.
	Plasmids
	Primer Sequence(5’-3’)

	sh-NC
	GATCGTACTCACATCCACACT

	sh-SIRT1-1
	CGCTGTGGCAGATTGTTATTA

	sh- SIRT1-2
	GCTGTGGCAGATTGTTATTAA





Table S2. In vivo experiment grouping information.
	Group
	Treatment Method

	Control
	Regular cultivation

	DNT
	Sevoflurane treatment

	Angiopep-2/SIRT1
	Sevoflurane treatment + Injection of Angiopep-2/SIRT1

	sh-NC
	Injection of interference control lentivirus after sevoflurane treatment

	sh-NC+Angiopep-2/SIRT1
	Injection of interference control lentivirus after sevoflurane treatment + Injection of Angiopep-2/SIRT1

	sh-SIRT1
	Injection of lentivirus interfering with SIRT1 after sevoflurane treatment

	Angiopep-2/SIRT1+sh-SIRT1
	Injection of lentivirus interfering with SIRT1 after sevoflurane treatment + Injection of Angiopep-2/SIRT1





Table S3. Human shRNA primer sequences.
	Plasmids
	Primer Sequence(5’-3’)

	sh-NC
	GATCGTACTCACATCCACACT

	sh-SIRT1-1
	CAGGTCAAGGGATGGTATTTA

	sh- SIRT1-2
	GCGGGAATCCAAAGGATAATT





Table S4. In vitro experiment grouping information.
	Group
	Treatment Method

	sh-NC
	Transfection of lentivirus in SH-SY5Y cells, treated with sevoflurane for 24 hours

	sh-NC+Angiopep-2/SIRT1
	Transfection of lentivirus in SH-SY5Y cells, treated with sevoflurane + 80 μM Angiopep-2/SIRT1 for 24 hours

	sh-SIRT1
	Transfection of lentivirus SIRT1 in SH-SY5Y cells, treated with sevoflurane for 24 hours

	Angiopep-2/SIRT1+sh-SIRT1
	Transfection of lentivirus SIRT1 in SH-SY5Y cells, treated with sevoflurane + 80 μM Angiopep-2/SIRT1 for 24 hours





Table S5. RT-qPCR primer sequence.
	Gene
	Article Number
	Primer Sequence(5’-3’)

	IL-6(Mouse)
	MP206798
	Forward: TACCACTTCACAAGTCGGAGGC

	
	
	Reverse: CTGCAAGTGCATCATCGTTGTTC

	TNF-α(Mouse)
	MP217748
	Forward: GGTGCCTATGTCTCAGCCTCTT

	
	
	Reverse: GCCATAGAACTGATGAGAGGGAG

	TGFβ(Mouse)
	MP217184
	Forward: TGATACGCCTGAGTGGCTGTCT

	
	
	Reverse: CACAAGAGCAGTGAGCGCTGAA

	GAPDH(Mouse)
	MP205604
	Forward: CATCACTGCCACCCAGAAGACTG

	
	
	Reverse: ATGCCAGTGAGCTTCCCGTTCAG

	

	IL-6(Human)
	HP200567
	Forward: AGACAGCCACTCACCTCTTCAG

	
	
	Reverse: TTCTGCCAGTGCCTCTTTGCTG

	TNF-α(Human)
	HP200561
	Forward: CTCTTCTGCCTGCTGCACTTTG

	
	
	Reverse: ATGGGCTACAGGCTTGTCACTC

	TGFβ(Human)
	HP200609
	Forward: TACCTGAACCCGTGTTGCTCTC

	
	
	Reverse: GTTGCTGAGGTATCGCCAGGAA

	GAPDH(Human)
	HP205798
	Forward: GTCTCCTCTGACTTCAACAGCG

	
	
	Reverse: ACCACCCTGTTGCTGTAGCCAA





[bookmark: _GoBack]Table S6. KEGG enrichment results.
	Pathway Name
	Match Status
	p
	-log(p)
	Holm p
	FDR
	Impact

	[bookmark: _Hlk172130068]Glyoxylate and dicarboxylate metabolism
	5/32
	1.52E-05
	4.8193
	0.001213
	0.001213
	0

	Alanine, aspartate and glutamate metabolism
	4/28
	1.83E-04
	3.7373
	0.014466
	0.007325
	0.3109

	Nitrogen metabolism
	2/6
	0.001706
	2.7682
	0.13303
	0.035413
	0

	Pyruvate metabolism
	3/23
	0.001771
	2.7519
	0.13634
	0.035413
	0.27088

	Glycolysis / Gluconeogenesis
	3/26
	0.002546
	2.5941
	0.1935
	0.040737
	0.12616

	Glycine, serine and threonine metabolism
	3/34
	0.005544
	2.2562
	0.41582
	0.073923
	0.08874

	Arginine biosynthesis
	2/14
	0.009817
	2.008
	0.72649
	0.1122
	0.11675

	Butanoate metabolism
	2/15
	0.011254
	1.9487
	0.82152
	0.11254
	0

	Histidine metabolism
	2/16
	0.012777
	1.8936
	0.91998
	0.11358
	0.22131

	Citrate cycle (TCA cycle)
	2/20
	0.019708
	1.7053
	1
	0.15767
	0.07907

	Purine metabolism
	3/71
	0.04099
	1.3873
	1
	0.29224
	0.02427

	Phenylalanine, tyrosine and tryptophan biosynthesis
	1/4
	0.043836
	1.3582
	1
	0.29224
	0.5

	Arginine and proline metabolism
	2/36
	0.058878
	1.23
	1
	0.33645
	0

	Glycerophospholipid metabolism
	2/36
	0.058878
	1.23
	1
	0.33645
	0.07396

	Tyrosine metabolism
	2/42
	0.077395
	1.1113
	1
	0.41277
	0.13972

	Valine, leucine and isoleucine biosynthesis
	1/8
	0.085859
	1.0662
	1
	0.42929
	0

	Phenylalanine metabolism
	1/10
	0.10621
	0.97383
	1
	0.47205
	0

	Biotin metabolism
	1/10
	0.10621
	0.97383
	1
	0.47205
	0

	Nicotinate and nicotinamide metabolism
	1/15
	0.15525
	0.80898
	1
	0.65367
	0.1943

	Ubiquinone and other terpenoid-quinone biosynthesis
	1/18
	0.18344
	0.73651
	1
	0.73376
	0

	Ether lipid metabolism
	1/20
	0.20174
	0.69521
	1
	0.76401
	0

	beta-Alanine metabolism
	1/21
	0.21074
	0.67624
	1
	0.76401
	0

	Propanoate metabolism
	1/22
	0.21965
	0.65826
	1
	0.76401
	0

	Lipoic acid metabolism
	1/28
	0.27115
	0.56679
	1
	0.86769
	0

	Glutathione metabolism
	1/28
	0.27115
	0.56679
	1
	0.86769
	0.01966

	Lysine degradation
	1/30
	0.2876
	0.54122
	1
	0.87611
	0

	Porphyrin metabolism
	1/31
	0.29569
	0.52917
	1
	0.87611
	0

	Cysteine and methionine metabolism
	1/33
	0.31161
	0.50639
	1
	0.89031
	0

	Pyrimidine metabolism
	1/39
	0.35736
	0.44689
	1
	0.97255
	0

	Valine, leucine and isoleucine degradation
	1/40
	0.36471
	0.43806
	1
	0.97255
	0




