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Supplemental Figure 1. Generation and identification of Hotair knockout mice. (A) Schematic illustration of the CRISPR/Cas9-mediated Hotair knockout strategy. Two gRNA target sites flanking the Hotair genomic region were designed to delete the critical exon region. The positions of PCR primers (F1/R1 and F1/R2) used for genotyping are indicated; (B) Genotyping of founder mice by PCR analysis. PCR primers 1 amplified the mutant (MT) allele (595 bp), while PCR primers 2 amplified the wild-type (WT) allele (701 bp). Representative agarose gel electrophoresis images show PCR products from indicated mice. M, DNA marker; WT, wild-type control; Water, negative control.
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