
30,155,510-30,161,06630,102,241-30,157,370

5’ 3’
chr20

HM13

Fusion transcript

Transcript

Genome

Fusion point

ENSG00000230613

ENSG00000230613-HM13

30,156,790 30,157,492

61,998,720-61,999,796170,655,322-170,668,5715’ 3’ 5’ 3’
chr2 chrX

SSB

Fusion transcript

Transcript

Genome

Fusion point

ENSG00000236852

SSB-ENSG00000236852

170,665,006 61,999,254

91,726,323-91,870,4265’3’
chr1

HFM1

Fusion transcript

Transcript

Genome

Fusion point

108,297,361-108,297,7925’ 3’
chrX

ENSG00000226958

ENSG00000226958-HFM1

108,297,363 91,853,147

70,584,568-70,747,29920,522,179-20,837,0415’ 3’ 5’ 3’
chr12 chr8

PDE3A

Fusion transcript

Transcript

Genome

Fusion point

SLCO5A1

PDE3A-SLCO5A1

20,704,357 70,602,556

70,584,568-70,747,29964,960,980-65,029,5185’ 3’ 5’ 3’
chr17 chr19

CACNG4

Fusion transcript

Transcript

Genome

Fusion point

RANBP3

CACNG4-RANBP3

64,966,772 5,974,173
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