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	Gene name
	Mutation
	Abundance/
copy number

	TP53
	exon7 c.716delA p.N239Tfs*8
	23.08%

	EGFR-SEPT14
	Fusion
	11.36%

	CCNE1 
	Amplification
	3.95 

	HRAS
	Amplification
	3.45

	RBM10
	exon16 c.1784A>G p.Q595R
	24.81%

	HGF
	exon13 c.1514T>G p.I505R
	19.8% 

	SMAD4
	exon9 c.1082G>A p.R361H
	9.17%

	PBRM1 
	exon27 c.4230delG p.P1411Lfs*21
	8.1%

	DDR1 
	exon3 c.332G>C p.G111A
	7.4%

	ERBB4
	exon1 c.35G>C p.S12T
	7.06%

	HGF 
	exon16 c.1862G>T p.G621V
	5.35%

	ATM
	exon35 c.5269A>G p.T1757A
	4.43%

	TERT
	Amplification
	4.33



