
Supplemental Table 1 The primer sequences used for real-time PCR analysis.
	Gene
	Access bank code
	Primer sequence

	Akr1c14
	NC_005116.4
	F:5'-TCACGAGACAAAACATGGGTG -3'
R:5'-CTAGGGCTGGGGTTTGCTTG -3'

	Ar
	NC_005120.4
	F:5'-CGGAAATGTTATGAAGCAGGG -3'
R:5'-GGAATCAGGCTGGTTGTTGTC -3'

	Arr19
	NM_001013142
	F:5'-TGCTGCAATCTCTTGTTTCC-3'
R:5'-TGTGCCATGATGAAAAAGGT-3'

	Bmal1
	NM_024362.2
	F:5'-AAGAGGCGTCGGGACAAAAT-3' 
R:5'- TTCCGGGACATCGCATTG-3'

	Cga
	NM_053918.2
	F:5'-CAGTGTATGGGCTGTTGCTTCT-3'
R:5'-GGAACCAACATTGTCTTCTTGGA-3'

	Clock
	NM_021856.1
	F:5'-ACAGCCCCACTGTACAATACGA-3' 
R:5'- TGCGGCATACTGGATGGAAT-3'

	Cox4i2
	NM_053472
	F: 5'-CACAGCCCAGGAAGTGCTGCTA-3'
R: 5'-TGTGCAGTAAGGCTCATCCGGC-3'

	Creb1a
	NM_134443.1
	F:5'-CCAACCCCGATTTACCAAACT-3'
R:5'-CCATTGTTAGCCAGCTGTATTGC-3'

	Cry1
	NM_198750.2
	F:5'-ACCATCCGCTGCGTGTACAT-3'
R:5'-AGCAAAAATCGCCACCTGTT-3'

	Cry2
	NM_133405.1
	F:5'-TTCCCAAGGCTTTTCAAGGA-3'
R:5'-TCCCGTTCTTTCCCAAAGG-3'

	Cyp11a1
	NM_017286
	F: 5'-CAACATGGAGTCAGTTTACA-3'	
R: 5'-GACCCTCGCAGGAGAAGAGA-3'

	Cyp17a1
	NM_012753
	F: 5'-GCCACGGGCGACAGAA-3'
R: 5'-GCCTTTGTTGGGAAAAATCG-3'

	Cytc
	NM_012839
	F:5'-GCAAGCATAAGACTGGACCAAA-3'
R:5'-TTGTTGGCATCTGTGTAAGAGAATC-3'

	Dax1
	NM_053317
	F: 5'-GCCGAGGGCCCCCTGGTGGGAC-3'
R: 5'-GATCTGGAAGCAAGGCAAGT-3'

	Drp1
	NM_053655.3
	F: 5’-AGGTTGCCCGTGACAAATGA-3’
R: 5’-CACAGGCATCAGCAAAGTCG-3’

	Fis1
	NM_001105919.1
	F: 5’-ACGCCTGCCGTTACTTCTTC-3’ 
R: 5’-GCAACCCTGCAATCCTTCAC-3’

	Fshb
	NM_001007597.2
	F: 5'-TAGCCAACTGCACAGGACAT -3'
R: 5'- CACAGCTATGGCAGCAGACT -3'

	Gapdh
	NM_017008
	F: 5'-TGCCAAGTATGATGACATCAAGAAG-3'
R: 5'-AGCCCAGGATGCCCTTTAGT-3'

	Gata4
	NM_144730
	F: 5'- GATGGGACAGGACACTACCTATGC -3'
R: 5'- GGCGCTGAGGCTTGATGA -3'

	Gnrhr
	NM_031038.3
	F: 5’ – CTGTTCAGTGGTATGCTGGAGA – 3’
R: 5’ – AGTGGGTCACACATTGCGAG – 3’

	Hsd11b1
	NM_017080
	F: 5'-AAATACCTCCTCCCCGTCCT-3'

R: 5'-TTTCTCTTCCGATCCCTTTG-3'

	Hsd11b2
	NM_017080
	F: 5'-CAAACCCTTCCCCCACAG-3'

R: 5'-GGCTGGGCTTTTCTTAACAG-3'

	Hsd17b4
	NM_024392
	F:5'-CCTTTGGCTTTGCCATGAGA -3'
R:5'-CAATCCATCCTGCTCCAACCT -3'

	Hsd3b1/2
	NM_001042619.1
	F: 5'-GACAGGAGCAGGAGGGTTTGTGG-3'
R: 5'-CTCCTTCTAACATTGTCACCTTGGCCT-3'

	Insl3
	NM_053680.1
	F:5’-CGCAGTGTGGCCACCAA-3’
R:5’-CCTGAGCCCTACAATCCTTCAG-3’

	Lhb
	NM_012858.2
	F: 5'- TCTTCTGATGCCCACCCACTA -3'
R: 5'-TATTGGGAGGGATGGTTAGAACA-3'

	Lhcgr
	NM_012978
	F:5'-CGGGCTGGAGTCCATTCA-3'
R:5'-TTCTTTGGAGGGCAGTGTTTTC-3'

	Mfn1
	NM_138976.1
	F: 5'-CCTTGTACATCGATTCCTGGGTTC-3' 
R: 5'-CCTGGGCTGCATTATCTGGTG-3'

	Mfn2
	NM_130894.4
	F: 5'-TCAAGCGCCAGTTTGTGGAG-3' 
R: 5'-CACAGATGAGCAAATGTCCCAGA-3'

	Nr1d1
(Reverba)
	NM_001113422.1
	F:5'-GAGCATCCAGCAGAACATCCA-3'
R:5'-TTGCGATTGATACGGACAATG-3'

	Nr1d2 (Reverba)
	NM_147210.1
	F:5'-GAACGAGAATTGCTCCATCATG-3'
R:5'-CGACATTCCCACGGACAGA-3'

	Nr3c1
	NC_005117.4
	F:5'-CGGTTAATCTGCACAGCCTAT -3'
R:5'-AAAATGGGTCGGTGCTTCTA -3'

	Nrf1
	NM_001100708
	F: 5'-GACCATCCAGACGACGCAAGCA-3'
R: 5'-ATGGGCGGCAGCTTCACTGTT-3'

	Nur77
	NM_024388
	F:5'-GGCATGGTGAAGGAAGTTGT-3'
R:5'-GATTGGTAGGGGAGGCATCT -3'

	Opa1
	NM_133585.3
	F: 5'-AAAAGCCCTTCCCAGTTCAGA-3' 
R: 5'-TACCCGCAGTGAAGAAATCCTT-3'

	Per1
	NM_001034125.1
	F:5'-CCTGCACACCCAGAAGGAA-3'
R:5'- GAGGTGTCAAGCCCACGAA-3'

	Per2
	NM_031678.1
	F:5'-GGAAGGAGGCCCAGACGTA-3'
R:5'- TGGGTCCATTTCGTTAGAAACA-3'

	Pink1
	NM_001106694.1
	F: 5’-CAAGCAAGTGTCTGACCCAC-3’
R: 5’-GCTTCATACACAGCGGCATT-3’

	Ppargc1a
	NM_031347
	F: 5'-AGCCGTAGGCCCAGGTATGACA-3'
R: 5'-TGCTTGGCCCTTTCAGACTCCC-3'

	Prkn
	NM_020093.1
	F: 5’-CTTCCAGCTCAAGGAAGTGG-3’
R: 5’-CAGAGGCATTTGTTTCGTGA-3’

	Prm2
	NC_005109.4
	F:5'-GGCTTCACAGGATCCACAAGA -3'
R:5'- ATAGTGCCACCTGCATTTCCT-3'

	Rora
	NM_001106834.1
	F:5'- GAAGAACCACCGAGAAGATGGA -3'
R:5'- CGTCCGCATAGGGCTCTTAA -3'

	Rorb
	NM_001270958.1
	F:5'-CAGGAACCGTTGCCAACAC-3'
R:5'-GGACATCCTCCCAAACTTCACA-3'

	Scarb1
	NM_031541.1
	F:5'-GAAGGCATCCCCACTTATCG-3'
R:5'-CGGACCCGTTGGCAAA-3'

	Sf1
	NM_001191099
	F:5'-CCGCGGGCATGGACTA-3' 
R:5'-TTGTCACCACACACTGGACACA-3'

	Srd5a
	NC_005100.4
	F:5'-TGTGGTTAGTGGGCATGGTG -3'
R:5'-TATTCAAACAGGCCTCCCCT -3'

	Star
	NM_031558
	F: 5'-AGCCAGCAGGAGAATGGAGAT-3'	
R: 5'-CACCTCCAGTCGGAACACCTT-3'	

	Tfam
	NM_031326
	F: 5'-TATAGTCGTCGGCCCGAGGGAT-3'
R: 5'-AAGGCTGACAGGCGAGGGTATG-3'

	Tnp1
	NC_005108.4
	F:5'-AACGGGGCGATGATGCAAG -3'
R:5'-TGCTGCCTGGTGTAGTTTGA -3'


Primers were designed by using Primer Express 3.0 software (Applied Biosystems) and full gene sequences from NCBI GenBank (http://www.ncbi.nlm.nih.gov/nuccore). F - forward, R - reverse.


Supplemental Table 2. Variables loadings of relative gene expression from principal component analysis. In this and the following Tables data calculated in PC are obtained by 2^ (-∆∆CT) method normalized on LD 35d. PC-principal component.
PC1;PC2;PC3
Cga; -0.35077786;  0.09489584;  0.81833386
Lhb; -0.43808288; -0.19916419;  0.25484377  
Fshb; -0.45098165; -0.17076231; -0.27550348
Gnrhr; -0.34426015; -0.40618103; -0.08915539
Srd5a; 0.40472696 -0.24783712  0.34730909
Akr1c14; -0.09757609  0.80710467  0.03394104
Insl3;  -0.43567623;  0.21058114; -0.24445427

Supplemental Table 3. Variables loadings of relative gene expression from principal component analysis. In this and the following Tables data calculated in PC are obtained by 2^ (-∆∆CT) method normalized on LD 35d. PC-principal component.
PC1;PC2;PC3

Insl3; 0.33687334;  0.189540441;  0.1338814 
Lhcgr; 0.33044981;  0.223996364;  0.1192224 
Star; 0.33116159;  0.177722555;  0.1650679  
Cyp11a1;  0.05545295;  0.324007333; -0.0746044  
Hsd3b1/2;  0.22186213; -0.204196405;  0.3313772 
Cyp17a1;  -0.04796453; -0.006779784; -0.5743962 
Hsd17b4;  -0.08832026;  0.480588846; -0.1960158 
Scarb1; 0.32741244; -0.169700136; -0.1547724 
Nur77; 0.22435687; -0.310686604;  0.2141104 
Sf1;  0.19326856;  0.073880785; -0.4207057 
Dax1; -0.02213804;  0.555748778;  0.1748642 
Creb1a; 0.33534472;  0.201935876;  0.1098399  
Gata4;  0.34441577; -0.091690273; -0.1119558 
Arr19; 0.28437539; -0.124836095; -0.3115575  
Ar;  -0.31293285;  0.014750776;  0.2405182  
Supplemental Table 4. Variables loadings of relative gene expression from principal component analysis. In this and the following Tables data calculated in PC are obtained by 2^ (-∆∆CT) method normalized on LD 35d. PC-principal component.
PC1;PC2;PC3
Bmal1; -0.2274929;  0.882856662; -0.33759973 
Clock; -0.3216445; -0.129962119;  0.33753441 
Per1; -0.3342192;  0.043214971;  0.14911349  
Per2; -0.2939288; -0.324408910; -0.60757750  
Cry1; -0.3320157; -0.076695563; -0.21649332 
Cry2;  -0.3272197; -0.228333139; -0.18565911 
Rev erba; -0.3341599; -0.006341037;  0.08382354 
Rev erbb; -0.3344508; -0.110016760;  0.06019287 
Rora; -0.3356477;  0.037900128;  0.05442763 
Rorb; -0.3053006;  0.158008669;  0.53456627  

Supplemental Table 5. Variables loadings of relative gene expression from principal component analysis. In this and the following Tables data calculated in PC are obtained by 2^ (-∆∆CT) method normalized on LD 35d. PC-principal component.
PC1;PC2;PC3
Ppargc1a; -0.002359179;  0.335018331;  0.71420429 
Tfam; -0.281336653;  0.221894298;  0.25898252  
Nrf1; -0.357374126; -0.060822265; -0.08011306 
Cytc; -0.375863607;  0.014838520; -0.06716487 
Cox4i2; -0.286845376; -0.241078913;  0.05986530 
Opa1; -0.367592279;  0.001559352;  0.04893746 
Mfn1;  0.023958516;  0.604191298; -0.21950664 
Mfn2;  -0.371932434; -0.066309882; -0.09510636 
Fis1; -0.282179081;  0.376947733;  0.20733311 
Drp1; -0.372686571; -0.065684056; -0.08246213 
Pink;  0.241351305;  0.315708626; -0.08496649 
Prkn; -0.137009269;  0.401203917; -0.54009039  

