Table S1. Information of primers
	Gene
	Accession
number
	Product
Size(bp)
	Primer Sequence (5’-3’)
	[bookmark: OLE_LINK12]Region
Amplified

	Wee1
	NM_001355058.1
	131
	F: AGAAAGAGCGCAGAGCAGTT
	1861-1991

	
	
	
	R: TCTGTGAAGAGTGCCCGTTC
	

	Lfng
	NM_008494.3
	200
	F:CTGCACCATTGGCTACATTG
	942-1141

	
	
	
	R:ATGGGTCAGCTTCCACAGAG
	

	Gdnf
	NM_001301333.1 
	151
	F: GGAAACCAGCAGCAAGTGAT
	762-919

	
	
	
	R: TGGAGTCCTCATCCTCTGG
	

	Ccnd1
	NM_001379248.1
	270
	F: AAAATGCCAGAGGCGGATGA
	637-906

	
	
	
	R: GAGGGGGTCCTTGTTTAGCC
	

	Ccnd3
	NM_001081635.1
	185
	F:GCTTTGAATACAACTGTAAGAGGGTA

	1738-1922

	
	
	
	R: GCTCTGATGAAGATGAGGTGGAG
	

	Wt1
	NM_144783.2
	118
	F: GTGAAACCATTCCAGTGTAAAAC
	1610-1727

	
	
	
	R: GCCACCGACAGCTGAAGGGC
	

	Sox9
	NM_011448.4
	336
	F: GCCACCGACAGCTGAAGGGC
	1000-1335

	
	
	
	R: GCCGTAACTGCCAGTGTAGGTG
	

	Fshr
	NM_013523.3
	126
	F: AAGGTGACCGAGATTCCGC
	2881-3006

	
	
	
	R: GATCTCTATTTTCTCCAGGTCCC
	

	P21
	NM_001111099.2
	191
	F: GGTGGTGGAGACCTGATGAT
	8-198

	
	
	
	R: CGAAGAGACAACGGCACACT
	

	Cdk1
	NM_001122733.1
	150
	F: TCATCGAGTGTGATGGGAAA
	2822-2971

	
	
	
	R: GGTGACTTGTTTCAGGCACA
	

	Gapdh
	NM_001289726.2
	133
	F: CCTGGAGAAACCTGCCAAGTATG
	13664-13796

	
	
	
	R: AGAGTGGGAGTTGCTGTTGAAGTC
	

	Cdk2
	NM_001428414.1
	203
	F:AACGGTATCTCAACTTTTACAAGCA
	542-744

	
	
	
	R:ATTTCTCCTCTGGATTTTCTGAGTT
	

	Cdk4
	NM_001355005.1
	154
	F: ACTCTGAAGCCGACCAGTTG
	3143-3296

	
	
	
	R: CCAGACTCCTCCATCTCTGG
	

	Ccnd2
	NM_009829.3
	201
	F:TCGATGATTGCAACTGGAAG
	4542-4742

	
	
	
	R: ATGCTGCTCTTGACGGAACT
	

	P19
	 NM_031252.2
	160
	F: ATCTATCAGCCCAGACATCTACCAG
	741-900

	
	
	
	R:TCTTCTTCTCCAGCTCCTTT
	

	Fzd1
	NM_021457.3
	284
	F:TTCCTTGCTTGCAGTGGGAA
	3110-3393

	
	
	
	R:GTCGGTTACTGCACTCCCTC
	

	Fzd2
	NM_020510.2
	151
	F:CCTCAAGGTGCCGTCCTATC
	928-1078

	
	
	
	R:CAACACCGACCATGTGAGGA
	

	Apc
	NM_001360979.1
	146
	F:TGCAGGCCATTGCAGAGTTA
	1480-1625

	
	
	
	R:ACACAGCGTAGCCTTGTTGG
	

	Apc2
	NM_001372237.1
	117
	F:CACTCAGCCTTCTTTGGGAA
	75-191

	
	
	
	R:TAAGTGAGTGTTCTCGGCCTT
	

	Cacybp
	NM_001426712.1
	102
	F:GGCAGACCCTAGTGAGGGA
	700-801

	
	
	
	R:CTGGATTCCACCCACGCTTT
	

	Axin
	NM_001417411.1
	129
	F:GCAGAAGCCACACAGAGAGT
	2088-2216

	
	
	
	R:ACCTCTGCTGCCACAAAACT
	

	β-Catenin
	NM_001165902.2
	187
	F:TGCAGCGACTAAGCAGGAAG
	1347-1533

	
	
	
	R:AAGGACGGTGCGTACAAGAG
	

	Jak2
	NM_001048177.3
	80
	F:CATTTTAACCCGGAAGCGAAT
	1007-1086

	
	
	
	R:TCCTGGCAGTGGCTTTACATT
	

	Stat3
	NM_011486.6
	80
	F:GGCAAGGGCTTCTCCTTCTG
	6840-6919

	
	
	
	R:TCATTCCAAAGGGCCAAGATAT
	

	Dkk3
	NM_001360257.1
	136
	F:TCAGGAGGAAGCTACGCTCAA
	230-365

	
	
	
	R:GTTCACCTCAGAGGACGTT
	

	Stat1
	NM_001205313.1
	80
	F:AGAGAGTTGCTGAATTCCATCGA
	951-1030

	
	
	
	R:TGCTGCCTTCGCTTCCA
	

	Pias1
	NM_019663.3
	284
	F:GGACAGTGCGGAACTAAAGC
	14-297

	
	
	
	R;GCTGTGGAATGGTGGATGGA
	

	Pias2
	NM_001164167.1
	299
	F:GCGGGAGAAAATGGCGGA
	5329-5627

	
	
	
	R:GCAAGTCAGGTTCTACGGGT
	

	Pcna
	NM_011045.2
	342
	F:GGAGGCTCTCAAAGACCTCATCAAT
	192-533

	
	
	
	R:TCTGGGATTCCAAGTTGCTC
	

	Notch1
	NM_008714.3
	196
	F:CCGGTTTGAGGAGCCAGTAG
	5703-5898

	
	
	
	R:GGCAATCATGAGGGGTGTGA
	

	Notch2
	NM_010928.2
	237
	F:GTGACCATCTTTCGGAGGCA
	7682-7918

	
	
	
	R:GCGAGAATGTCTGGGCGATA
	

	Notch4
	NM_010929.2
	264
	F:TCATGGGAAAGACAAGCCCC
	4214-4477

	
	
	
	R:GGGAAGCTGGTTGGCAGAG
	

	Dll1
	NM_001379042.1
	273
	F:TGCTGGCTCAGGGAATACAC
	96-368

	
	
	
	R:AGCTCTACGAGGCACTGAGA
	

	DLL3
	NM_007866.2
	133
	F:TCTTGGTCATCCACGTTCGC
	1562-1694

	
	
	
	R:CCAGCACCGTCTTGTAACCT
	

	siRNA-Wee1
	
	
	F:GCGCAGAGCAGUUACGAAUTT
	

	
	
	
	R:AUUCGUAACUGCUCUGCGCTT
	

	Rhox5
	NM_008818.2
	222
	F:CTCTAGGTTCGCCCAGCATC
	485-706

	
	
	
	R:CGACAAGCAGGACACTCGAA
	



