[bookmark: _Hlk172192244]Supplementary Table 1. Primer sequences used for ChIP analysis
	Gene
	
	Primer sequence (5′→3′)

	Plcl1
	Forward
	GTGGTTTTTATTATTTTTGTGTTTTATT

	
	Reverse
	[bookmark: _GoBack]ACCCTAAAATTCCACAATTTATCTC

	Dppa2
	Forward
	GATATCTGGTTGGTTTTTATATATCCAAG

	
	Reverse
	TGAGGTAGAATTAGTTCCAAGGCTA

	Hecw2
	Forward
	AAGCTTATGGTGGCTCAGAAT

	
	Reverse
	CTCTTTGGAAGCCCCCTATACTATT



Supplementary Table 2. Primer sequences of Plcl1 used for ChIP analysis
	Region (bp)
	
	Primer sequence (5′→3′)

	-3000 to -2000
	Forward
	TCCTCCACTCCCAATGTCATTCATG

	
	Reverse
	AACTCTTACGGTTCTACCACCTCCC

	-2000 to -1000
	Forward
	CAGGGGAGCCAGATAAAAAAAGTGA

	
	Reverse
	AACAGAGGAAATGAAAGCCCAAGGA

	-1000 to 0
	Forward
	GGGGTAGGTAGGGTAAGAGGAAGCA

	
	Reverse
	GGTGGAAGGAGCAAAATGTAATGAT

	0 to 1000
	Forward
	TTTTCTCCCACCTCCTTCATCGCCA

	
	Reverse
	TTCACCCTTCCTCCTCCCATCCACC

	1000 to 2000
	Forward
	GCATGGACACATGGAAATTAAAAAG

	
	Reverse
	TGGAAAAGCACAGATAAACAAACAA

	2000 to 3000
	Forward
	TCTGCACTCGACTCCCCCTCACATA

	
	Reverse
	CCACCCACCAGGACTAGAGCATCCT






[bookmark: _Hlk172192216]Supplementary Table 3. Primer sequences used for qPCR
	Gene
	
	Primer sequence (5′→3′)

	mouse-Plcl1
	Forward
	AGAAGAAGATTAGCAGTGCCCA

	
	Reverse
	TCGGTTGTAGATGCGAGAGTT

	mouse-ACC1
	Forward
	TATCCCAACTCTTCCCTG

	
	Reverse
	CCTTCACATAGCCTTTCTC

	mouse-Fasn
	Forward
	GGAGGTGGTGATAGCCGGTAT

	
	Reverse
	TGGGTAATCCATAGAGCCCAG

	mouse-Scd1
	Forward
	TTCTTGCGATACACTCTGGTGC

	
	Reverse
	CGGGATTGAATGTTCTTGTCGT

	mouse-Cd36
	Forward
	AGATGACGTGGCAAAGAACAG

	
	Reverse
	CCTTGGCTAGATAACGAACTCTG

	mouse-Fatp4
	Forward
	ACTGTTCTCCAAGCTAGTGCT

	
	Reverse
	GATGAAGACCCGGATGAAACG

	mouse-Fabp3
	Forward
	ACCTGGAAGCTAGTGGACAG

	
	Reverse
	TGATGGTAGTAGGCTTGGTCAT

	mouse-Ppara
	Forward
	AACATCGAGTGTCGAATATGTGG

	
	Reverse
	CCGAATAGTTCGCCGAAAGAA

	mouse-Cpt1a
	Forward
	CTCCGCCTGAGCCATGAAG

	
	Reverse
	CACCAGTGATGATGCCATTCT

	mouse-Actb
	Forward
	GGCTGTATTCCCCTCCATCG

	
	Reverse
	CCAGTTGGTAACAATGCCATGT




