Supplementary materials
Flt4 FMS-like tyrosine kinase 4 [ Mus musculus (house mouse)]
Gene ID: 14257 NM_008029.3 5853 bp (full length)
CTCTAGACTCGAGCGGCCGCCACTGTGCTGGATATCTGCAGAATTCCACCACACTGGACTAGTGGATCCCGCCACCATGCAGCCGGGCGCTGCGCTGAACCTGCGCCTGTGGCTCTGCCTCGGACTCCTCCAAGGCCTGGCAAATGGTTACTCCATGACCCCTCCAACCCTGAACATCACAGAGGATTCATATGTGATTGACACCGGGGACAGCCTATCCATATCCTGCAGGGGACAGCACCCCCTCGAGTGGACCTGGCCAGGGGCCCAGGAGGTACTGACCACAGGTGGGAAGGACAGTGAAGACACACGGGTTGTGCATGACTGTGAAGGCACAGAAGCTAGGCCCTACTGCAAGGTGCTACTGCTGGCCCAGACTCACGCCAACAACACGGGCAGCTACCACTGCTACTACAAGTACATCAAGGCCCGGATTGAGGGCACCACAGCTGCCAGCACCTATGTGTTTGTAAGAGACTTTAAACACCCTTTCATCAACAAACCTGACACGCTCCTGGTCAACAGGAAGGACTCGATGTGGGTGCCCTGCTTGGTGTCCATTCCCGGCCTCAACATCACACTGCGCTCGCAAAGCTCAGCGCTGCACCCCGACGGGCAGGAGGTGCTGTGGGATGACCGCCGGGGCATGCGGGTGCCCACTCAACTGTTGCGCGATGCCCTGTACCTGCAGTGCGAGACCACCTGGGGTGACCAGAACTTCCTTTCCAATCTCTTCGTCGTGCACATCACAGGCAATGAGCTCTATGACATCCAGCTGTACCCCAAGAAGTCAATGGAGCTGTTGGTTGGAGAGAAGCTGGTTTTGAACTGTACAGTGTGGGCTGAGTTCGACTCAGGTGTCACCTTCGACTGGGATTATCCAGGGAAGCAGGCAGAGCGGGCTAAGTGGGTACCTGAGCGGCGTTCCCAGCAGACCCACACAGAACTCTCCAGCATCCTGACCATCCACAATGTCAGCCAGAATGACCTGGGCCCCTATGTGTGTGAGGCCAACAATGGGATTCAGCGGTTCCGGGAAAGCACAGAGGTCATTGTGCACGAAAAGCCCTTCATCAGTGTCGAGTGGCTCAAAGGACCTGTCCTGGAGGCCACAGCCGGTGACGAGCTGGTGAAGCTACCCGTGAAGCTGGCAGCTTATCCCCCACCGGAGTTCCAATGGTACAAGGACAGAAAGGCAGTGACTGGGCGCCACAATCCCCATGCTCTGGTGCTCAAAGAGGTGACCGAGGCCAGCGCAGGGGTCTACACTCTCGCCCTGTGGAACTCTGCAGCTGGTCTGAGGCAAAACATCAGTCTGGAGCTGGTGGTGAATGTGCCTCCTCACATCCACGAAAAGGAAGCCTCTTCACCCAGCATCTACTCCCGCCACAGTCGCCAGACCCTCACCTGCACCGCCTATGGAGTACCCCAACCCCTCAGTGTCCAGTGGCACTGGAGGCCCTGGACACCCTGCAAGACGTTTGCCCAGCGCAGCCTCCGGAGGCGGCAGCAGCGGGATGGCATGCCACAGTGCCGAGACTGGAAGGAGGTGACCACTCAGGATGCTGTGAACCCCATCGAGAGTCTGGACAGCTGGACGGAGTTTGTGGAGGGGAAGAATAAGACGGTGAGCAAGCTGGTGATCCAGGATGCCAATGTGTCAGCCATGTACAAGTGTGTGGTCGTCAACAAAGTGGGCCAGGATGAGAGACTCATCTACTTCTATGTGACCACCATCCCGGACGGTTTCAGTATCGAGTCGGAGCCTTCTGAGGATCCCTTAGAAGGCCAGTCCGTGCGCCTCAGCTGCCGGGCGGACAACTACACGTACGAACATCTGCGCTGGTACCGGCTCAACCTCTCCACACTGCACGATGCTCAAGGGAACCCCCTATTGCTGGACTGCAAAAACGTGCACCTGTTTGCCACGCCCCTAGAGGCCAACCTAGAGGAGGCAGAGCCCGGGGCCCGCCACGCCACCCTCAGTTTGAATATCCCCCGAGTGGCGCCCGAGGACGAGGGTGACTACGTGTGTGAAGTGCAGGATAGGCGCAGCCAGGACAAGCACTGCCACAAGAAGTACCTGTCCGTGCAGGCCCTGGAAGCTCCTCGGCTCACGCAGAACTTGACCGACCTCCTGGTGAACGTGAGTGACTCCCTGGAGATGCGATGCCCGGTGGCTGGAGCGCATGTGCCCAGTATTGTGTGGTACAAAGATGAAAGGCTCCTGGAGAAAGAGTCGGGAATCGACCTGGCAGACTCCAATCAGAGGCTGAGCATCCAGCGCGTGCGCGAGGAGGACGCAGGTCGTTATCTGTGCAGCGTGTGCAATGCCAAGGGCTGCGTAAACTCCTCTGCCAGCGTGGCAGTGGAAGGCTCTGAAGATAAAGGCAGCATGGAGATTGTGATACTCATTGGCACTGGCGTCATCGCAGTTTTCTTCTGGGTCCTCCTCCTGCTCATCTTCTGTAACATGAAAAGGCCTGCCCATGCAGACATCAAGACGGGCTACCTGTCCATCATCATGGACCCCGGGGAGGTGCCTTTGGAGGAGCAGTGTGAATACCTGTCCTATGACGCCAGCCAGTGGGAGTTCCCCAGGGAAAGGTTGCACCTCGGGAGAGTCCTAGGCCACGGGGCTTTTGGGAAGGTGGTGGAAGCCTCAGCTTTTGGCATCAATAAAGGCAGCAGCTGTGACACCGTGGCTGTGAAGATGCTGAAAGAGGGCGCTACTGCCAGCGAGCACCGTGCCCTGATGTCGGAGCTCAAGATCCTAATTCACATCGGCAACCATCTCAACGTGGTCAACCTCCTAGGGGCGTGCACCAAGCCCAACGGCCCTCTCATGGTGATCGTGGAGTTTTGCAAATACGGCAACCTCTCCAACTTCTTGCGTGTCAAGCGGGACACGTTCAACCCCTACGCGGAGAAGTCTCCGGAGCAACGCAGGCGCTTCCGCGCCATGGTAGAAGGCGCCAAAGCTGATAGGAGGAGACCTGGAAGCAGCGACAGGGCCCTGTTCACGCGGTTCCTGATGGGCAAAGGAAGTGCACGGCGAGCCCCACTTGTCCAAGAAGCTGAGGACCTATGGCTGAGCCCACTGACCATGGAAGACCTTGTATGCTACAGCTTCCAAGTTGCCCGGGGAATGGAGTTCCTGGCTTCCCGCAAGTGCATTCACAGAGACCTGGCTGCTCGGAACATCCTACTGTCAGAAAGTGACATAGTGAAGATCTGCGACTTTGGCCTCGCTCGGGACATCTACAAAGACCCCGACTATGTCCGAAAGGGCAGTGCCCGACTTCCTCTGAAATGGATGGCCCCCGAGAGCATCTTTGATAAGGTGTACACCACGCAGAGTGATGTGTGGTCCTTCGGCGTGCTGCTGTGGGAGATCTTCTCATTGGGGGCCTCTCCATACCCTGGGGTACAGATCAATGAGGAGTTCTGCCAGCGGCTGAAGGATGGCACTCGAATGAGAGCCCCGGAACTGGCCACTCCTGCCATACGCCACATCATGCAGAGTTGCTGGTCTGGAGACCCTAAAGCAAGACCTGCTTTCTCTGACCTAGTGGAGATCCTGGGGGACCTGCTTCAGGGCGGAGGCTGGCAGGAGGAGGAAGAGGAGCGCATGGCCCTGCACAGCTCTCAGAGCTCCGAGGAGGATGGCTTCATGCAGGCATCCACCACAGCTCTACATATCACCGAAGCAGACGCTGATGATAGTCCACCCAGCATGCATTGCCACAGCCTGGCAGCCAGATATTACAACTGTGTGTCCTTTCCTGGGCGCCTGGCCAGAGGCACTAAGACTCCAGGCTCTTCCAGGATGAAGACATTTGAAGAATTGCCCATGACCCCTACAACCTACAAAGCCTCCATGGATAACCAGACAGACAGCGGGATGGTGCTGGCCTCAGAAGAGTTTGAGGAGCTAGAAAGCAGGCATAGACCAGAAGGCAGCTTCAGCTGTAAAGGTCCTGGCCAGCACATGGATATTCCCAGAGGACACCCTGACCCCCAGGGGAGGCGGCGACGGCCCACTCAAGGGGCACAAGGAGGCAAGGTGTTTTATAACAACGAGTATGGGGAGGTCTCCCAGCCATGTACAGAAGGTGACTGCTGCCCGTCTGCTGGCTCCACCTTCTTCGCAGACAGCAGCTACAGCTTAAGTGACTACAAGGATGACGATGACAAGGATTACAAAGACGACGATGATAAGGACTATAAGGATGATGACGACAAATCTAGATAGTTAAACCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCA
Flt4 FMS-like tyrosine kinase 4 [ Mus musculus (house mouse)]
Gene ID: 14257 NM_008029.3 2169 bp (Ig-like domain)
AGAATTCCACCACACTGGACTAGTGGATCCCGCCACCATGGGGGACAGCCTATCCATATCCTGCAGGGGACAGCACCCCCTCGAGTGGACCTGGCCAGGGGCCCAGGAGGTACTGACCACAGGTGGGAAGGACAGTGAAGACACACGGGTTGTGCATGACTGTGAAGGCACAGAAGCTAGGCCCTACTGCAAGGTGCTACTGCTGGCCCAGACTCACGCCAACAACACGGGCAGCTACCACTGCTACTACAAGTACATCAAGGCCCGGATTGAGGGCACCACAGCTGCCAGCACCTATGTGTTTGTAAGAGACTTTAAACACCCTTTCATCAACAAACCTGACACGCTCCTGGTCAACAGGAAGGACTCGATGTGGGTGCCCTGCTTGGTGTCCATTCCCGGCCTCAACATCACACTGCGCTCGCAAAGCTCAGCGCTGCACCCCGACGGGCAGGAGGTGCTGTGGGATGACCGCCGGGGCATGCGGGTGCCCACTCAACTGTTGCGCGATGCCCTGTACCTGCAGTGCGAGACCACCTGGGGTGACCAGAACTTCCTTTCCAATCTCTTCGTCGTGCACATCACAGGCAATGAGCTCTATGACATCCAGCTGTACCCCAAGAAGTCAATGGAGCTGTTGGTTGGAGAGAAGCTGGTTTTGAACTGTACAGTGTGGGCTGAGTTCGACTCAGGTGTCACCTTCGACTGGGATTATCCAGGGAAGCAGGCAGAGCGGGCTAAGTGGGTACCTGAGCGGCGTTCCCAGCAGACCCACACAGAACTCTCCAGCATCCTGACCATCCACAATGTCAGCCAGAATGACCTGGGCCCCTATGTGTGTGAGGCCAACAATGGGATTCAGCGGTTCCGGGAAAGCACAGAGGTCATTGTGCACGAAAAGCCCTTCATCAGTGTCGAGTGGCTCAAAGGACCTGTCCTGGAGGCCACAGCCGGTGACGAGCTGGTGAAGCTACCCGTGAAGCTGGCAGCTTATCCCCCACCGGAGTTCCAATGGTACAAGGACAGAAAGGCAGTGACTGGGCGCCACAATCCCCATGCTCTGGTGCTCAAAGAGGTGACCGAGGCCAGCGCAGGGGTCTACACTCTCGCCCTGTGGAACTCTGCAGCTGGTCTGAGGCAAAACATCAGTCTGGAGCTGGTGGTGAATGTGCCTCCTCACATCCACGAAAAGGAAGCCTCTTCACCCAGCATCTACTCCCGCCACAGTCGCCAGACCCTCACCTGCACCGCCTATGGAGTACCCCAACCCCTCAGTGTCCAGTGGCACTGGAGGCCCTGGACACCCTGCAAGACGTTTGCCCAGCGCAGCCTCCGGAGGCGGCAGCAGCGGGATGGCATGCCACAGTGCCGAGACTGGAAGGAGGTGACCACTCAGGATGCTGTGAACCCCATCGAGAGTCTGGACAGCTGGACGGAGTTTGTGGAGGGGAAGAATAAGACGGTGAGCAAGCTGGTGATCCAGGATGCCAATGTGTCAGCCATGTACAAGTGTGTGGTCGTCAACAAAGTGGGCCAGGATGAGAGACTCATCTACTTCTATGTGACCACCATCCCGGACGGTTTCAGTATCGAGTCGGAGCCTTCTGAGGATCCCTTAGAAGGCCAGTCCGTGCGCCTCAGCTGCCGGGCGGACAACTACACGTACGAACATCTGCGCTGGTACCGGCTCAACCTCTCCACACTGCACGATGCTCAAGGGAACCCCCTATTGCTGGACTGCAAAAACGTGCACCTGTTTGCCACGCCCCTAGAGGCCAACCTAGAGGAGGCAGAGCCCGGGGCCCGCCACGCCACCCTCAGTTTGAATATCCCCCGAGTGGCGCCCGAGGACGAGGGTGACTACGTGTGTGAAGTGCAGGATAGGCGCAGCCAGGACAAGCACTGCCACAAGAAGTACCTGTCCGTGCAGGCCCTGGAAGCTCCTCGGCTCACGCAGAACTTGACCGACCTCCTGGTGAACGTGAGTGACTCCCTGGAGATGCGATGCCCGGTGGCTGGAGCGCATGTGCCCAGTATTGTGTGGTACAAAGATGAAAGGCTCCTGGAGAAAGAGTCGGGAATCGACCTGGCAGACTCCAATCAGAGGCTGAGCATCCAGCGCGTGCGCGAGGAGGACGCAGGTCGTTATCTGTGCAGCGTGTGCAATGCCAAGGGCTGCGTAAACTCCTCTGCCAGCGTGGCATCGGTACCAAGCTTAAGTGACTACAAGGATGA
Flt4 FMS-like tyrosine kinase 4 [ Mus musculus (house mouse)]
Gene ID: 14257 NM_008029.3 993 bp (protein kinase domain)
AGAATTCCACCACACTGGACTAGTGGATCCCGCCACCATGTTGCACCTCGGGAGAGTCCTAGGCCACGGGGCTTTTGGGAAGGTGGTGGAAGCCTCAGCTTTTGGCATCAATAAAGGCAGCAGCTGTGACACCGTGGCTGTGAAGATGCTGAAAGAGGGCGCTACTGCCAGCGAGCACCGTGCCCTGATGTCGGAGCTCAAGATCCTAATTCACATCGGCAACCATCTCAACGTGGTCAACCTCCTAGGGGCGTGCACCAAGCCCAACGGCCCTCTCATGGTGATCGTGGAGTTTTGCAAATACGGCAACCTCTCCAACTTCTTGCGTGTCAAGCGGGACACGTTCAACCCCTACGCGGAGAAGTCTCCGGAGCAACGCAGGCGCTTCCGCGCCATGGTAGAAGGCGCCAAAGCTGATAGGAGGAGACCTGGAAGCAGCGACAGGGCCCTGTTCACGCGGTTCCTGATGGGCAAAGGAAGTGCACGGCGAGCCCCACTTGTCCAAGAAGCTGAGGACCTATGGCTGAGCCCACTGACCATGGAAGACCTTGTATGCTACAGCTTCCAAGTTGCCCGGGGAATGGAGTTCCTGGCTTCCCGCAAGTGCATTCACAGAGACCTGGCTGCTCGGAACATCCTACTGTCAGAAAGTGACATAGTGAAGATCTGCGACTTTGGCCTCGCTCGGGACATCTACAAAGACCCCGACTATGTCCGAAAGGGCAGTGCCCGACTTCCTCTGAAATGGATGGCCCCCGAGAGCATCTTTGATAAGGTGTACACCACGCAGAGTGATGTGTGGTCCTTCGGCGTGCTGCTGTGGGAGATCTTCTCATTGGGGGCCTCTCCATACCCTGGGGTACAGATCAATGAGGAGTTCTGCCAGCGGCTGAAGGATGGCACTCGAATGAGAGCCCCGGAACTGGCCACTCCTGCCATACGCCACATCATGCAGAGTTGCTGGTCTGGAGACCCTAAAGCAAGACCTGCTTTCTCTGACCTAGTGGAGATCCTGGGGGACCTGCTTTCGGTACCAAGCTTAAGTGACTACAAGGATGA
Flt4 FMS-like tyrosine kinase 4 [ Mus musculus (house mouse)]
Gene ID: 14257 NM_008029.3 135 bp (disordered domain)
AGAATTCCACCACACTGGACTAGTGGATCCCGCCACCATGGAAAGCAGGCATAGACCAGAAGGCAGCTTCAGCTGTAAAGGTCCTGGCCAGCACATGGATATTCCCAGAGGACACCCTGACCCCCAGGGGAGGCGGCGACGGCCCACTCAAGGGGCACAAGGAGGCAAGTCGGTACCAAGCTTAAGTGACTACAAGGATGA
Hspa1l heat shock protein 1-like [ Mus musculus (house mouse) ]
Gene ID: 15482, NM_013558.2, CDS=1926bp (wild type)
[bookmark: _GoBack]ATGGCTGCTAATAAAGGAATGGCGATCGGCATCGACTTGGGCACCACCTACTCGTGCGTGGGCGTGTTCCAGCACGGCAAGGTGGAGATCATCGCCAACGACCAGGGCAACCGCACGACCCCTAGCTACGTGGCCTTCACCGACACCGAGCGCCTCATCGGAGACGCTGCCAAGAACCAGGTGGCCATGAATCCCCAGAACACTGTTTTTGATGCCAAACGTCTAATTGGCAGGAAGTTTAATGATCCTGTTGTGCAGTCAGATATGAAGCTTTGGCCATTTCAAGTGATCAATGAAGCCGGCAAACCCAAGGTGATGGTGTCCTATAAAGGAGAGAAGAAAGCCTTCTACCCAGAGGAGATCTCATCCATGGTACTGACGAAGATGAAGGAGACTGCAGAGGCTTTTTTGGGCCACAATGTCACCAACGCTGTGATCACGGTGCCAGCCTATTTCAATGACTCTCAGCGGCAAGCCACCAAGGATGCAGGTGTCATCGCAGGACTCAATGTGCTGAGAATAATCAATGAGCCCACGGCGGCCGCCATCGCCTACGGCTTGGATAAAGGAAGTCACGGAGAGCGGCACGTGCTCATCTTCGACCTGGGGGGTGGCACGTTCGACGTGTCCATCCTGACGATCGACGACGGCATCTTCGAGGTGAAGGCCACGGCGGGCGACACGCACCTGGGAGGGGAGGACTTCGACAACCGGCTGGTGAGCCACTTCGTGGAGGAGTTCAAGAGGAAGCACAAGAAGGACATCAGCCAGAACAAGCGCGCGGTGCGGCGGCTGCGCACTGCGTGTGAGAGGGCCAAGAGGACGCTGTCGTCCAGCACCCAGGCAAACCTGGAGATCGACTCTTTATATGAGGGCATCGACTTCTACACGTCCATCACTAGAGCACGGTTTGAAGAGCTGTGTGCAGACCTATTTAGAGGCACACTTGAGCCCGTGGAAAAGTCTCTTCGGGATGCCAAGATGGATAAGGCTAAAATCCATGACATTGTTCTAGTAGGGGGCTCCACCCGCATCCCAAAGGTGCAAAAACTGCTTCAGGACTACTTTAATGGACGGGATCTCAACAAGAGTATCAATCCCGATGAGGCAGTCGCCTACGGAGCTGCAGTCCAGGCAGCTATTTTAATGGGCGACAAATCTGAAAAAGTACAGGATTTGCTTTTGTTGGACGTAGCTCCCCTGTCTCTAGGATTGGAGACAGCTGGGGGTGTGATGACTGTACTGATCAAGCGCAACTCCACCATCCCCACCAAGCAGACGCAGATCTTCACCACCTACTCGGACAACCAGCCCGGGGTGCTGATCCAGGTGTACGAGGGCGAGAGAGCCATGACGCGCGACAACAACCTGCTGGGGCGCTTTGACTTGACTGGAATACCTCCTGCACCTAGGGGCGTGCCACAGATCGAGGTGACCTTCGACATCGACGCCAACGGTATCCTGAACGTCACGGCCATGGACAAGAGCACCGGCAAGGCCAACAAGATCACCATCACCAACGACAAGGGTCGCCTGAGCAAGGAGGAGATTGAGCGCATGGTGCAGGAGGCCGAGCGCTACAAAGCGGAGGATGAGGGCCAGAGGGAGAAAATCGCTGCCAAAAATGCCTTAGAATCGTACGCCTTTAATATGAAGAGCGCTGTGGGTGATGAGGGTCTGAAGGACAAGATCAGCGAGTCCGATAAAAAGAAAATACTGGATAAATGCAATGAGGTCCTTTCCTGGCTGGAGGCCAACCAGCTGGCTGAGAAAGATGAGTTTGATCATAAAAGAAAAGAACTGGAAAATATGTGTAATCCGATCATCACAAAACTGTACCAGAGCGGATGCACCGGGCCCACCTGTACGCCAGGGTATACTCCCGGCAGGGCTGCCACAGGCCCTACCATCGAGGAAGTAGATTAG
Hspa1l heat shock protein 1-like [ Mus musculus (house mouse) ]
Gene ID: 15482, NM_013558.2, CDS=1926bp (Lys183 mutated to arginine)
ATGGCTGCTAATAAAGGAATGGCGATCGGCATCGACTTGGGCACCACCTACTCGTGCGTGGGCGTGTTCCAGCACGGCAAGGTGGAGATCATCGCCAACGACCAGGGCAACCGCACGACCCCTAGCTACGTGGCCTTCACCGACACCGAGCGCCTCATCGGAGACGCTGCCAAGAACCAGGTGGCCATGAATCCCCAGAACACTGTTTTTGATGCCAAACGTCTAATTGGCAGGAAGTTTAATGATCCTGTTGTGCAGTCAGATATGAAGCTTTGGCCATTTCAAGTGATCAATGAAGCCGGCAAACCCAAGGTGATGGTGTCCTATAAAGGAGAGAAGAAAGCCTTCTACCCAGAGGAGATCTCATCCATGGTACTGACGAAGATGAGGGAGACTGCAGAGGCTTTTTTGGGCCACAATGTCACCAACGCTGTGATCACGGTGCCAGCCTATTTCAATGACTCTCAGCGGCAAGCCACCAAGGATGCAGGTGTCATCGCAGGACTCAATGTGCTGAGAATAATCAATGAGCCCACGGCGGCCGCCATCGCCTACGGCTTGGATAAAGGAAGTCACGGAGAGCGGCACGTGCTCATCTTCGACCTGGGGGGTGGCACGTTCGACGTGTCCATCCTGACGATCGACGACGGCATCTTCGAGGTGAAGGCCACGGCGGGCGACACGCACCTGGGAGGGGAGGACTTCGACAACCGGCTGGTGAGCCACTTCGTGGAGGAGTTCAAGAGGAAGCACAAGAAGGACATCAGCCAGAACAAGCGCGCGGTGCGGCGGCTGCGCACTGCGTGTGAGAGGGCCAAGAGGACGCTGTCGTCCAGCACCCAGGCAAACCTGGAGATCGACTCTTTATATGAGGGCATCGACTTCTACACGTCCATCACTAGAGCACGGTTTGAAGAGCTGTGTGCAGACCTATTTAGAGGCACACTTGAGCCCGTGGAAAAGTCTCTTCGGGATGCCAAGATGGATAAGGCTAAAATCCATGACATTGTTCTAGTAGGGGGCTCCACCCGCATCCCAAAGGTGCAAAAACTGCTTCAGGACTACTTTAATGGACGGGATCTCAACAAGAGTATCAATCCCGATGAGGCAGTCGCCTACGGAGCTGCAGTCCAGGCAGCTATTTTAATGGGCGACAAATCTGAAAAAGTACAGGATTTGCTTTTGTTGGACGTAGCTCCCCTGTCTCTAGGATTGGAGACAGCTGGGGGTGTGATGACTGTACTGATCAAGCGCAACTCCACCATCCCCACCAAGCAGACGCAGATCTTCACCACCTACTCGGACAACCAGCCCGGGGTGCTGATCCAGGTGTACGAGGGCGAGAGAGCCATGACGCGCGACAACAACCTGCTGGGGCGCTTTGACTTGACTGGAATACCTCCTGCACCTAGGGGCGTGCCACAGATCGAGGTGACCTTCGACATCGACGCCAACGGTATCCTGAACGTCACGGCCATGGACAAGAGCACCGGCAAGGCCAACAAGATCACCATCACCAACGACAAGGGTCGCCTGAGCAAGGAGGAGATTGAGCGCATGGTGCAGGAGGCCGAGCGCTACAAAGCGGAGGATGAGGGCCAGAGGGAGAAAATCGCTGCCAAAAATGCCTTAGAATCGTACGCCTTTAATATGAAGAGCGCTGTGGGTGATGAGGGTCTGAAGGACAAGATCAGCGAGTCCGATAAAAAGAAAATACTGGATAAATGCAATGAGGTCCTTTCCTGGCTGGAGGCCAACCAGCTGGCTGAGAAAGATGAGTTTGATCATAAAAGAAAAGAACTGGAAAATATGTGTAATCCGATCATCACAAAACTGTACCAGAGCGGATGCACCGGGCCCACCTGTACGCCAGGGTATACTCCCGGCAGGGCTGCCACAGGCCCTACCATCGAGGAAGTAGATTAG
[bookmark: OLE_LINK2][bookmark: OLE_LINK118]Supplemental Table 1. Flag-tag VEGFR3, Ig-like domain (IGI), protein kinase domain (KD) and disordered domain (DIS) plasmids sequences. HA-tagged HSPA1L plasmids wild type and HA-tagged HSPA1L K130R ( Lysine130 mutated to arginine). 
