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STRING network core cluster (64%)
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MCODE Cluster 1: Proteasome 
Score: 8.5; Nodes: 9

MCODE Cluster 2: Nuclear Pore
Score: 6; Nodes: 6

MCODE Cluster 3: CRL
Score: 4; Nodes: 4

MCODE Cluster 4: Cell cycle, signalosome
Score: 4; Nodes: 14
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