
Fig. 1.  Decursin preferentially inhibits proliferation in FLT3-ITD-positive AML cells.
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Due to instrument reasons, the brightfield images of a few bands failed to be saved, or some markers could not be observed.

Therefore, we provided images before and after film cutting to prove that the target bands and the internal reference were indeed

from a single membrane. (The sample volume was 25 μg of protein per lane, n = 3).
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Fig. 2. Decursin induces cell cycle arrest in FLT3-ITD-positive AML cells.
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Fig. 3. Decursin promotes apoptosis in FLT3-ITD-positive AML cells.
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Fig. 4. Decursin decreases the FLT3-ITD protein level.
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Note: Since the primary antibody used is a polyclonal antibody, double bands appear. 
The destination band was determined based on the molecular weight of the protein.
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Fig. 5. Decursin degrades FLT3-ITD via the proteasome pathway.
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Fig. 6. Decursin-induced apoptosis is attributed to an increase in UBE2L6. 
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