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Signal

Regulation of actin cytoskeleton
 organization

Regulation of actin filament
 organization

Regulation of stress fiber assembly

Establishment or maintenance of cell
 polarity

Regulation of cell morphogenesis

Regulation of cell shape

Regulation of anatomical structure
 morphogenesis

Cortical cytoskeleton organization

Stimulatory C-type lectin receptor
 signaling pathway

Regulation of cell projection
 organization

Regulation of plasma membrane
 bounded cell projection organization

Dendritic spine development

Cell junction organization

Regulation of cell migration

Biological Process (Gene Ontology) enrichment

G
ro

up
s 

at
 s

im
ila

rit
y 

0.
8

1.0e-02
1.0e-06
1.0e-10
1.0e-13
1.0e-17
1.0e-21

FDR

5

15

25

35

Gene count

ITSN1ITSN1

ARHGAP23ARHGAP23

PIK3R1PIK3R1

DLC1DLC1

DOCK7DOCK7

CDC42BPACDC42BPA

ARHGEF37ARHGEF37

ARHGAP22ARHGAP22

CDC42EP4CDC42EP4 ROCK2ROCK2

MCF2LMCF2L

OPHN1OPHN1

PAK2PAK2

FGD6FGD6

RALBP1RALBP1

ARHGEF11ARHGEF11

SRGAP1SRGAP1

PAK1PAK1

RAPGEF5RAPGEF5

FAM13BFAM13B

ARHGAP21ARHGAP21

PAK3PAK3

ARHGEF3ARHGEF3

RND3RND3

TIAM2TIAM2

XIAPXIAP

ARHGAP26ARHGAP26

FARP2FARP2
ALS2ALS2

ARHGEF12ARHGEF12

CDC42BPBCDC42BPB

RHOQRHOQ

PLEKHG5PLEKHG5

DOCK4DOCK4

DOCK3DOCK3

RHOBTB1RHOBTB1

WASLWASL

ARHGEF10LARHGEF10L

ARHGAP28ARHGAP28

MYO9AMYO9A

ARHGEF7ARHGEF7
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Signal

Regulation of actin cytoskeleton

Axon guidance

Pathogenic Escherichia coli infection

Renal cell carcinoma

ErbB signaling pathway

T cell receptor signaling pathway

Focal adhesion

C-type lectin receptor signaling
 pathway

KEGG Pathways enrichment
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Gene count
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Signal

RAC1 GTPase cycle

CDC42 GTPase cycle

NRAGE signals death through JNK

G alpha (12/13) signalling events

Death Receptor Signaling

GPCR downstream signalling

Semaphorin interactions

EPH-Ephrin signaling

CD28 co-stimulation

VEGFA-VEGFR2 Pathway

TCR signaling

Ephrin signaling

Axon guidance

CD28 dependent Vav1 pathway
Sema3A PAK dependent Axon repulsion

RHO GTPases activate PAKs

CD209 (DC-SIGN) signaling

VEGFR2 mediated vascular permeability

MAPK6/MAPK4 signaling

EPHB-mediated forward signaling
Sema4D induced cell migration
 and growth-cone collapse
RHO GTPases Activate ROCKs

Reactome Pathways enrichment
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