Table 1. Lactic acid bacteria species and strain counts used in the in vitro screening assay.
	Species
	Number

	Bifidobacterium animalis
	9

	Bifidobacterium bifidum
	9

	Bifidobacterium breve
	18

	Bifidobacterium longum
	42

	Bifidobacterium longum subsp. infantis
	11

	Enterococcus faecalis
	16

	Enterococcus faecium
	14

	Lacticaseibacillus paracasei
	21

	Lacticaseibacillus rhamnosus
	22

	Lacticaseibacillus zeae
	1

	Lactilactobacillus sakei
	10

	Lactiplantibacillus pentosus
	5

	Lactiplantibacillus plantarum
	23

	Lactobacillus acidophilus
	3

	Lactobacillus crispatus
	3

	Lactobacillus delbrueckii
	1

	Lactobacillus gasseri
	36

	Lactobacillus helveticus
	2

	Lactobacillus salivarius
	3

	Lactococcus lactis
	6

	Levilactobacillus brevis
	1

	Limosilactobacillus fermentum
	27

	Limosilactobacillus reuteri
	25

	Pediococcus pentosaceus
	10

	Streptococcus salivarius
	22


[bookmark: _Hlk211875878]Table 2. Lactic acid bacteria strains exhibiting anti-Helicobacter pylori activity in vitro.
	No.
	Strains
	Isolation source
	Location
	Accession No.

	1
	B. longum DS1091
	Infant feces
	Jeongup, Korea
	BP1883504

	2
	B. longum DS0944
	Human feces
	Jeongup, Korea
	BP1883305

	3
	B. longum DS1089
	Human feces
	Jeongup, Korea
	KCTC15283BP

	4
	B. longum DS2943
	Infant feces
	Daejeon, Korea
	BP1884813

	5
	B. longum DS2944
	Infant feces
	Daejeon, Korea
	BP1884814

	6
	B. longum DS1562
	Human feces
	Daejeon, Korea
	BP1883606

	7
	La. gasseri DS2684
	Infant feces
	Jeongup, Korea
	BP1884560

	8
	La. gasseri DS2735
	Infant feces
	Daejeon, Korea
	BP1884610

	9
	La. gasseri DS3022
	Human milk
	Daejeon, Korea
	BP1884879

	10
	La. gasseri DS3279
	Infant feces 
	Daejeon, Korea
	BP1914230

	11
	La. helveticus DS0869
	Human feces
	Jeongup, Korea
	BP1883396

	12
	Lc. paracasei DS1040
	Human feces
	Jeongup, Korea
	BP1883436

	13
	L. plantarum DS1073
	Human feces
	Jeongup, Korea
	KCTC15280BP

	14
	L. plantarum DS1902
	Kimchi
	Jeongup, Korea
	KCTC15281BP

	15
	L. plantarum DS1989
	Kimchi
	Jeongup, Korea
	KCTC15282BP

	16
	L. plantarum DS0806
	Kimchi
	Jeongup, Korea
	BP1883374

	17
	L. plantarum DS0888
	Human feces
	Jeongup, Korea
	BP1883383

	18
	L. plantarum DS1274
	Kimchi
	Jeongup, Korea
	BP1883526

	19
	L. plantarum DS0708
	Human feces
	Daejeon, Korea
	BP1295036

	20
	Ll. sakei DS0646
	Kimchi
	Jeongup, Korea
	BP1883388

	21
	P. pentosaceus DS2464
	Pickle
	Jeongup, Korea
	BP1882503


* La, Lactobacillus; Lc, Lacticaseibacillus; Ll, Lactilactobacillus
Table 3. Macroscopic scoring criteria for gastric lesions in the EtOH/HCl-induced injury model.
	
	Size
	Number
	Site

	Score 1
	Punctiform (focal < 2 mm)
	0-4
	Unilaterals

	Score 2
	Mild (2-5 mm)
	5-6
	Bilaterals

	Score 3
	Intense or in bands (>5 mm)
	≥7
	-





Supplementary Table 1. List of the primers used in this study.
	Gene
	Primer (Forward)
	Primer (Reverse)

	GAPDH
	GAA GGT GAA GGT CGG AGT C
	GAA GAT GGT GAT GGG ATT TC

	H. pylori 16s rRNA
	TCG GAA TCA CTG GGC GTA A
	TTC TAT GGT TAA GCC ATA GGA TTT CAC

	H. pylori 16s rRNA
	GCG ACC TGC TGG AAC ATT AC
	GTC GTT AGC TGC ATT GGA GA

	cagA
	TTG ACC AAC AAC CAC AAA CCG AAG
	CTT CCC TTA ATT GCG AGA TTC C

	vacA
	CAA TGT GCG TTC TGC CAA CA
	CAC GCT TTC AAT GGT GCC AA

	babA
	AAT CCA AAA AGG AGA AAA AGT ATG AAA
	TGT TAG TGA TTT CGG TGT AGG ACA

	dupA
	CGT GAT CAA TAT GGA TGC TT
	TCT TTC TAG CTT GAG CGA

	urea
	TGA TGG GAC CAA CTC GTA ACC GT
	CGC AAT GTC TAA GCG TTT GCC GAA

	ureB
	AAA GAG CGT GGT TTT CAT GGC G
	GGG TTT TAC CGC CAC CGA ATT TAA

	amiE
	GGT TTG CCT GGG TTG GAT
	GAT TTT GCG GTA TTT TTG

	hpaA
	CAA TCA AGG ATA GAA CGA TG
	CTA ACG CTT GAA CTT TCT C

	β-actin
	AGC CAT GTA CGT AGC CAT CC
	CTC TCA GCT GTG GTG GTG AA

	Il-6
	TAC CAC TTC ACA AGT CGG AGG C
	CTG CAA GTG CAT CAT CGT TGT TC

	Tnfα
	GGT GCC TAT GTC TCA GCC TCT T
	GCC ATA GAA CTG ATG AGA GGG AG

	Il-1β
	CCA CAG ACC TTC CAG GAG AAT G
	GTG CAG TTC AGT GAT CGT ACA GG

	Nf-κb
	GCT GCC AAA GAA GGA CAC GAC A
	GGC AGG CTA TTG CTC ATC ACA G

	Bax
	AGG ATG CGT CCA CCA AGA AGC T
	TCC GTG TCC ACG TCA GCA ATC A

	Cox-2
	AAC CGA GTC GTT CTG CCA AT
	CCT GGG ATG GCA TCA GTT TT

	iNos
	CGA GGA GCA GGT GGA AGA CT
	TGG AAC TCT GGG CTG TCA GA

	Ptges2
	GGT AGA CCT CTA TGA AGC AGC C
	CAT CAC TCG CAG CAC ACC ATA C

	Bd1
	CAC ATC CTC TCT GCA CTC TGG AC
	CCA TCG CTC GTC CTT TAT GCC ATT C

	Bd2
	GCC ATG AGG ACT CTC TGC TC
	AGG GGT TCT TCT CTG GGA AA

	Bd3
	TCT GTT TGC ATT TCT CCT GGT G
	TAA ACT TCC AAC AGC TGG AGT GG

	Atp4a
	TCT GGA CGA GCA ATG GCG TGA G
	CCT CCA CAT CAA AGG CAT AGC C

	Atp4b
	CAA TGG CAC CTT CAG TCT CCA C
	TCT GCC AGG ATC TTG CAC ACG A

	Pga5
	CTT CAC CAT CGG CAG TGT TAC C
	TAC AGC CTC AGG AAG ACA TCC C

	Cas3
	AAC TGC TCC TTT TGC TGT GAT CT
	GCA GCA AAC CTC AGG GAA AC

	Cas7
	AGT GAC AGG TAT GGG CGT TCG
	GCA TCT ATC CCC CCT AAA GTG G

	IL-1RN
	GAG CTT CTG GCA CTT GGA GAC T
	TAG GGA ACT TTG CAC CCA ACA T

	CAMK4
	CGG ATT ACT GGA TCG ACG
	TGC ATC TGT ACA CAA TGG AT

	PRKCG
	CCT TTG GAG TTC TGC TGT AT
	GGG TAG GTG ACA GTT TGT T

	DUSP2
	GGG CTC CTG TCT ACG ACC A
	GCA GGT CTG ACG AGT GAC TG

	MAP3K21
	TGG GGT AGC AGT CAA TAA AC
	AAC GAT GGA CGA ATA TGA GG

	KIT
	CAC CGA AGG AGG CAC TTA CAC A
	TGC CAT TCA CGA GCC TGT CGT A

	ADCY5
	TCT CCT GCA CCA ACA TCG TG
	CAT GGC AAC ATG ACG GGG A

	CXCR4
	GGG GAT CAG TAT ATA CAC TTC AG
	TTC TTC TGG TAA CCC ATG AC

	IL1R1
	GGC TGA AAA GCA TAG AGG GAA C
	CTG GGC TCA CAA TCA CAG G

	IL23A
	GAG CCT TCT CTG CTC CCT GA
	GAC TGA GGC TTG GAA TCT GC′

	TSLP
	ATG TTC GCC ATG AAA ACT AAG GC
	GCG ACG CCA CAA TCC TTG TA

	NGFR
	TGG CCT ACA TAG CCT TCA AGA
	GAG ATG CCA CTG TCG CTG T

	SOCS2
	CAG ATG TGC AAG GAT AAG CGG
	GCG GTT TGG TCA GAT AAA GGT G


Supplementary Table 2. List of antibodies used in this study.
	Antibodies
	Company
	Catalog No.
	Dilution

	anti-ECAD
	R&D system
	AF648
	1:200

	anti-SOX17
	R&D system
	MAB1924
	1:50

	anti-FOXA2
	Merck Millipore
	07-633
	1:100

	anti-PDX1
	R&D system
	AF2419
	1:50

	anti-HNF1β
	SantaCruz
	SC-7411
	1:100

	anti-SOX9
	SantaCruz
	SC-20095
	1:50

	anti-MUC6
	SantaCruz
	SC-33668
	1:50

	anti-MUC5AC
	Abcam
	ab78660
	1:200

	anti-SST
	Dako
	A0566
	1:200

	anti-TNFalpha
	Abcam
	ab6671
	1:100

	anti-pepsinogen I
	Abcam
	ab50123
	1:100




