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Fig.S3. Paired dot plots on the frequency of deconvoluted immune cell-specific gene expression profiles between paired normal breast and breast carcinoma tissues. Groups were compared using Wilcoxon matched-pairs signed rank test.
[bookmark: _GoBack]
image1.jpeg
Immune
infiltration

0.0073

0.5

0.4

0.3

0.2

0.1

0.0

T T
normal tumor

CDA4 T cells
0.0094

1 1
normal tumor

2.0

1.5+

1.0

0.5

Macrophages
0.0583

0.0-

0.5

0.4

0.3

0.2

0.1

T E—EE
normal tumor

CD8 T cells

0.0136

0.0-

e —
normal tumor

0.8

0.6

0.4

0.2

0.0-

0.15

0.10

0.05

0.00

e E—E—
normal tumor

Treg
0.0076

-0.05-

S

normal tumor




