Supplementary Tables
Table S1 Drug screening information  
	Drug
	Target
	 CD47 MFI Fold Change in A549 radiation screen
	 CD47 MFI Fold Change in H460 radiation screen

	10058-F4
	c-Myc
	0.647
	1.864

	2-Deoxy-D-glucose
	Hexokinase
	0.899
	1.407

	4EGI-1
	eIF4E
	0.804
	1.021

	Adavosertib （MK-1775）
	Wee1
	1.959
	1.05

	AICAR (Acadesine)
	AMPK
	0.77
	1.257

	Alisertib (MLN8237)
	Aurora Kinase
	1.142
	2.386

	Alpelisib (BYL719)
	PI3Kα
	0.564
	1.171

	Amcasertib (BBI503)
	Stemness kinase, Nanog
	1.311
	0.993

	Anlotinib
	VEGFR2
	1.331
	1.55

	Apatinib
	VEGFR2
	0.667
	1.457

	Apoptozole
	HSP70, Hsc70
	0.636
	1.014

	APTO253
	G-quadruplex DNA
	1.115
	1.479

	AS1517499
	STAT6
	0.437
	0.771

	Aspirin
	COX-1/2
	0.986
	2.007

	Atorvastatin
	HMGCR
	1.392
	1.429

	Axitinib
	VEGFR1/2/3, PDGFRβ, c-Kit
	0.851
	2.043

	AZ191
	DYRK1B
	1.338
	1.536

	Azacitidine
	DNA Methyltransferase
	0.993
	1.871

	AZD1208
	Pim kinase
	0.452
	0.589

	AZD1390
	ATM
	1.236
	0.589

	AZD6738
	ATR
	0.51
	1.579

	AZD7545
	PDHK1/2
	0.611
	0.929

	Barasertib (AZD1152-HQPA, AZD2811)
	Aurora B
	1.142
	1.814

	Baricitinib (LY3009104, INCB028050)
	JAK1/2
	0.413
	1.186

	BAY 1217389
	MPS1
	0.865
	0.779

	BAY-61-3606
	Syk
	0.926
	1.264

	BIBR 1532
	Telomerase
	1.034
	2.571

	BI-D1870
	S6 Kinase
	1
	1.336

	Birinapant
	IAP
	0.953
	2.121

	BIX 01294
	G9a histone methyltransferase
	1.034
	0.921

	BIX 02189
	MEK5, ERK5
	2
	1.579

	BLZ945
	CSF-1R
	0.919
	0.993

	BMS-3
	LIMK1/2
	0.797
	1.921

	BMS-777607
	TAM Receptor, c-Met
	0.643
	0.561

	Bortezomib (PS-341)
	Proteasome
	1.203
	0.597

	C646
	Histone Acetyltransferase, p300
	0.926
	2.393

	C75
	FASN
	1.345
	1.55

	Cabozantinib
	VEGFR2, c-Met, Axl
	1.351
	1.207

	CCF642
	Protein disulfide isomerases
	0.845
	1.279

	CCG-1423
	RhoA 
	0.858
	0.95

	Celecoxib
	COX-2
	1.412
	0.829

	CFI-400945
	PLK4
	0.804
	1.721

	CHIR-99021 (CT99021) HCl
	GSK-3
	0.459
	0.632

	Cilengitide trifluoroacetate
	Integrin (αvβ3, αvβ5)
	0.939
	1.221

	Crizotinib (PF-02341066)
	ALK, c-Met
	0.6
	1.4

	CRT0066101
	PKD1/2/3
	1.973
	0.886

	D 4476
	Casein Kinase 1
	1.128
	0.594

	Dasatinib
	Bcr-Abl, c-Kit, Src
	1.331
	2.029

	DDR1-IN-2
	Discoidin Domain Receptor
	0.674
	0.644

	Decitabine
	DNA Methyltransferase
	0.682
	1.086

	Dinaciclib (SCH727965)
	CDK1/2/5/9
	1.284
	1.457

	Dynasore
	Dynamin1/2
	1.264
	1.686

	Tomivosertib (eFT-508)
	MNK1/2
	1.095
	0.464

	EHT 1864 2HCl
	Rac family GTPase
	0.804
	0.679

	Entinostat (MS-275)
	HDAC
	1.696
	1.014

	EPZ015666(GSK3235025)
	PRMT5
	0.784
	1.021

	Fasudil (HA-1077) HCl
	ROCK2, PKA, PKG, PKC, MLCK
	1.23
	1.186

	Fingolimod
	S1PR
	0.784
	0.879

	Fludarabine
	DNA/RNA Synthesis, STAT1
	1.547
	0.779

	FX1
	Bcl-6
	1.189
	1.071

	Gefitinib
	EGFR
	1.331
	1.957

	GKT137831
	NADPH-oxidase NOX1/NOX4 
	0.656
	0.446

	Glycyrrhizin (Glycyrrhizic Acid)
	HMGB1, 11 beta-hydroxysteroid dehydrogenase
	1.047
	0.601

	Go 6983
	PKC
	0.608
	0.957

	GSK2334470
	PDK1
	1.338
	0.496

	GSK2656157
	PERK
	1.054
	0.95

	GSK'872 (GSK2399872A)
	RIP3 kinase
	0.851
	0.61

	GSK923295
	Kinesin
	1.257
	1.936

	GSK-J4 
	Histone Demethylase (JMJD3, UTX)
	0.959
	1.364

	I-BRD9
	BRD9
	2.331
	1.029

	Ibrutinib
	BTK
	1.797
	1.521

	ICG-001
	Wnt/β-catenin/TCF
	0.912
	1.236

	IKK-16 (IKK Inhibitor VII)
	IκB/IKK/LRRK2
	1.149
	1.164

	IPA-3
	PAK1
	1.02
	2.186

	IPI-549
	PI3K-γ
	0.953
	1.486

	Ispinesib (SB-715992)
	kinesin spindle protein (KSP)
	1.351
	0.75

	IWR-1-endo
	Wnt/beta-catenin
	0.689
	1.321

	JIB-04
	Jumonji histone demethylase
	0.757
	1.257

	JQ1
	BET
	1.068
	0.708

	K 858
	Eg5
	0.986
	0.836

	kira6
	IRE1α
	1.041
	0.971

	KN-93 Phosphate
	CaMKII
	0.736
	1.079

	Lanifibranor(IVA-337)
	PPARα/δ/γ
	0.639
	1.3

	Lapatinib (GW-572016) Ditosylate
	Rac and Cdc42
	0.953
	1.386

	LDN-193189
	ALK2, ALK3
	1
	0.814

	Lenvatinib
	VEGFR2/3, PDGFRβ, FGFR1, PDGFRα
	1.25
	1.543

	LGK-974
	PORCN
	0.682
	1.093

	Lifirafenib (BGB-283)
	Raf,EGFR
	1.149
	1.479

	Linsitinib (OSI-906)
	IGF-1R
	0.545
	1.086

	LLY-507
	SMYD2
	0.55
	0.85

	L-NAME HCl
	NOS
	1.189
	0.721

	Losmapimod (GW856553X)
	p38α, p38β
	0.47
	0.5

	Lovastatin
	HMGCR
	1.466
	2.314

	Luminespib (AUY-922, NVP-AUY922)
	HSP90 (HSP90α/β)
	1.453
	1.257

	LY2109761
	TGF-β receptor type I/II
	1.615
	1.229

	LY2584702
	p70S6K
	1.014
	1.35

	LY2874455
	FGFR, VEGFR
	1.115
	0.743

	LY310762
	5-HT1D
	1.304
	2.093

	MBQ-167
	Rac, Cdc42
	1.378
	1.793

	Metformin
	AMPK
	0.993
	1.629

	MI-2 (MALT1 inhibitor)
	MALT1
	0.959
	0.584

	MI-773 (SAR405838)
	Mdm2
	0.736
	0.907

	MK-2206 2HCl
	Akt1/2/3
	0.791
	1.529

	ML141
	cdc42
	0.872
	1.757

	ML167
	Cdc2-like kinase 4 (Clk4)
	0.946
	0.986

	ML385
	NRF2
	0.536
	0.438

	ML-7 HCl
	MLCK, PKA, PKC
	0.831
	2.107

	Monastrol
	KIF11
	0.64
	0.525

	MS023
	PRMT
	0.818
	2.007

	MSC2530818
	CDK8
	0.865
	1.15

	Navitoclax (ABT-263)
	Bcl-xL, Bcl-2, Bcl-w
	1.182
	1.757

	Nemiralisib (GSK2269557)
	PI3Kδ
	0.547
	0.914

	Neratinib (HKI-272)
	EGFR, HER2
	1.764
	1.393

	NH125
	eEF-2 kinase,PKC, PKA, CaMKII
	0.824
	0.979

	Nifuroxazide
	STAT1/3/5
	0.899
	0.486

	NSC 207895
	MDMX
	1.196
	1.271

	NU7441 (KU-57788)
	DNA-PK
	1.027
	0.743

	NVP-BHG712
	EphB4
	0.939
	0.557

	OICR-9429
	WDR5-MLL
	1.02
	0.771

	Olaparib
	PARP1/2
	1.047
	2.05

	Omipalisib (GSK2126458, GSK458)
	mTOR, PI3K
	1.635
	0.432

	Orantinib (TSU-68, SU6668)
	PDGFR
	0.463
	0.771

	ORY-1001 (RG-6016) 2HCl
	LSD1
	1.223
	1.521

	OTS514 hydrochloride
	TOPK
	1.439
	0.569

	OTSSP167
	MELK
	1.48
	0.638

	Paclitaxel
	Microtubule
	0.811
	1.164

	Palbociclib (PD-0332991) 
	CDK4/6
	0.824
	1.179

	Panobinostat
	HDAC
	0.804
	1.114

	Pexidartinib (PLX3397)
	CSF-1R, c-Kit
	0.527
	0.32

	PF-06273340
	Trk receptor
	0.453
	0.676

	PF-3758309
	PAK
	1.507
	0.666

	PF-4708671
	S6K1
	1.358
	2.057

	PF-562271
	FAK
	1.608
	1.457

	PFI-2 HCl
	SETD7
	1.081
	0.914

	PFI-3
	SMARCA 
	0.858
	1.307

	PFK158
	PFKFB3
	1.318
	0.843

	Picropodophyllin (PPP)
	IGF-1R
	0.655
	1.7

	Pinometostat (EPZ5676)
	DOT1L
	0.716
	1.079

	Prexasertib HCl (LY2606368)
	CHK1/2, RSK
	0.838
	0.921

	PT2385
	HIF-2α
	0.709
	1.279

	PTC-209
	BMI-1
	0.818
	1.064

	PX-478 2HCl
	HIF-1α
	1
	0.886

	QNZ (EVP4593)
	NF-κB, TNF-alpha
	1.304
	1.15

	Quizartinib (AC220)
	FLT3
	0.818
	0.814

	Rabusertib (LY2603618)
	CHK1
	0.674
	1.307

	Ralimetinib (LY2228820) 
	p38α MAPK
	1.284
	1.871

	Rapamycin (Sirolimus)
	mTOR
	0.703
	1.364

	RI-1
	RAD51
	1.007
	0.588

	RO4929097
	γ secretase
	0.689
	1.114

	Ruxolitinib (INCB018424)
	JAK1/2
	0.824
	1.386

	S3I-201
	STAT3
	0.63
	1.571

	Saracatinib (AZD0530)
	Src
	1.304
	1.264

	SBI-0640756
	eIF4G1
	1.284
	0.693

	SCH772984
	ERK1/2
	1.176
	1.25

	Selinexor (KPT-330)
	CRM1
	1.642
	1.064

	Selisistat (EX 527)
	SIRT1
	0.709
	2.529

	Selonsertib (GS-4997)
	ASK1
	1.135
	0.85

	Senexin A
	CDK8/19
	1.115
	0.879

	SGC2085
	CARM1
	1.277
	2.414

	SGC-CBP30
	CREBBP/EP300
	1.068
	0.736

	SH-4-54
	STAT3/5
	0.716
	1.457

	Silmitasertib (CX-4945)
	Casein Kinase 2
	0.343
	0.691

	Simvastatin
	HMGCR
	1.365
	1.693

	SKI II (SphK-I2)
	SphK
	0.73
	1.721

	Sorafenib
	VEGFR2, Raf
	0.46
	1.343

	Sotrastaurin
	PKC
	1.155
	1.093

	SP600125
	JNK
	0.517
	0.836

	SRPIN340
	SRPK
	0.912
	1.386

	STO-609
	CaM-KK
	0.993
	0.576

	Taladegib (LY2940680)
	Hedgehog, Smoothened
	1.108
	1.243

	TAME
	APC
	0.926
	2.571

	Taselisib (GDC 0032)
	PI3Kα/δ/γ
	0.499
	0.576

	Tazemetostat (EPZ-6438)
	EZH2
	1.284
	0.641

	TGX-221
	p110β
	0.532
	0.613

	TH588
	MTH1
	1.074
	1.179

	Thiomyristoyl
	SIRT1/2
	0.986
	0.665

	Tie2 kinase inhibitor
	Tie-2
	0.831
	1.429

	Tofacitinib (CP-690550) Citrate
	JAK1/2/3
	0.892
	0.571

	Tolcapone
	COMT
	0.723
	1.243

	Tozasertib (VX-680, MK-0457)
	Aurora Kinase
	1.662
	2.007

	Trametinib (GSK1120212) 
	MEK1/2
	1.608
	1.743

	TWS119
	GSK-3β
	0.953
	0.829

	UNC0379
	SETD8
	1.257
	1.014

	UNC1999
	EZH1/2
	0.831
	0.764

	URMC-099
	MLK, LRRK2, ABL1
	0.953
	1.021

	Veliparib (ABT-888)
	PARP1/2
	0.682
	0.714

	Venetoclax (ABT-199, GDC-0199)
	Bcl-2
	1.041
	1.95

	Vismodegib (GDC-0449)
	Hedgehog/Smoothened
	0.703
	1.186

	Volasertib (BI 6727)
	PLK
	2.365
	1.471

	Vorinostat (SAHA, MK0683)
	HDAC
	1.932
	1.464

	WNK463
	WNK
	1.041
	1.957

	WZ4003
	NUAK
	0.689
	1.414

	XAV-939
	tankyrase1/2
	0.797
	0.706

	XMD16-5
	TNK2
	1.412
	1.321

	XMD8-92
	BMK1/ERK5
	0.464
	0.836

	XMU-MP-1
	MST1/2
	2.108
	1.136

	Y-27632 2HCl
	ROCK1/2
	1.358
	1.193

	YM155 (Sepantronium Bromide)
	Survivin
	0.953
	0.549

	YM201636
	PIKfyve, p110α
	0.489
	0.561

	Zanubrutinib
	BTK
	1.757
	0.821



Table S2 The antibodies information
	Assay 
	Antibody 
	Catalog number
	Company

	Western blotting
	 CD47
	#ab260418
	Abcam

	
	β-tubulin
	#66240-1-Ig
	Proteintech

	
	NOX1 
	#PA5-32090
	Thermo Fisher

	
	NOX4
	#14347-1-AP
	Proteintech

	
	 YAP1 
	#T55381F
	Abmart

	
	TEAD4
	#12418-1-AP
	Proteintech

	
	MYC
	#T55150F
	Abmart

	
	Goat Anti-Mouse Recombinant Secondary Antibody
	#RGAM001
	Proteintech

	
	Goat Anti-Rabbit Recombinant Secondary Antibody
	#RGAR001
	Proteintech

	Immunofluorescence staining
	 CD47
	#A1838
	ABclonal


	
	CD11b
	#A1581
	

	
	Cy3-conjugated Goat anti-Rabbit IgG
	#AS007
	

	CHIP
	TEAD4
	#12418-1-AP
	Proteintech

	
	 IgG
	#ab171870
	Abcam

	Flow cytometry
	CD16/32
	#101319
	BioLegend

	
	Zombie Aqua Fixable Viability Kit
	#423101
	

	
	CD45
	#103116
	

	
	CD8a
	#100733
	

	
	IFN-γ
	#505829
	

	
	CD11b
	#101211
	

	
	F4/80
	#123108
	

	
	CD86
	#105013
	

	
	CD206
	#141717
	

	
	MHC-Ⅱ
	#107615
	



Table S3 RT-qPCR and CHIP-qPCR primer information
	Assay
	Gene
	Forward (5’ to 3’)
	Reverse (5’ to 3’)

	RT-qPCR
	GAPDH
	GAGTCAACGGATTTGGTCGT
	GACAAGCTTCCCGTTCTCAG

	
	 CD47 
	TCCTGTTCTGGGGACAGTTTG
	CTGGGACGAAAAGAATGGCTC

	
	NOX1 
	TTGTTTGGTTAGGGCTGAATGT
	GCCAATGTTGACCCAAGGATTTT

	
	NOX4 
	TGTGCCGAACACTCTTGGC
	ACATGCACGCCTGAGAAAATA

	
	 YAP1 
	TAGCCCTGCGTAGCCAGTTA
	TCATGCTTAGTCCACTGTCTGT

	
	TEAD4 
	GGACACTACTCTTACCGCATCC
	TCAAAGACATAGGCAATGCACA

	
	MYC
	TTCGGGTAGTGGAAAACCAG
	CAGCAGCTCGAATTTCTTCC

	CHIP-qPCR
	Primer1
	CCAGGTCACGTCCTGTCG
	GACAGGAACGGGTGCAATGA

	
	Primer2
	AGGTCACGTCCTGTCGCAC
	GAACGGGTGCAATGAGGTCC



Table S4 Sequences of siRNA
	siRNA
	SenseSeq (5’-3’)
	Seq (5’-3’)

	siNOX1#1
	GCUGGUUGGAGCAGGAAUUTT
	AAUUCCUGCUCCAACCAGCTT

	siNOX1#2
	GGAUCCUAGAAAGGUUCAATT
	UUGAACCUUUCUAGGAUCCTT

	siNOX4#1
	CCAUGUGCCGAACACUCUUTT
	AAGAGUGUUCGGCACAUGGTT

	siNOX4#2
	GCAGAGAUAUCCAGUCCUUTT
	AAGGACUGGAUAUCUCUGCTT

	siTEAD4#1
	CCUUUCUCUCAGCAAACCUTT
	AGGUUUGCUGAGAGAAAGGTT

	siTTEAD4#2
	GUGCAUUGCCUAUGUCUUUTT
	AAAGACAUAGGCAAUGCACTT

	siYAP1#1
	GAAUGAACAUAGAAGGAGATT
	UCUCCUUCUAUGUUCAUUCTT

	siYAP1#2
	GCCAUGAACCAGAGAAUCATT
	UGAUUCUCUGGUUCAUGGCTT





Supplementary Figures
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Fig. S1 Inhibiting NOX1/4 suppresses CD47 expression and reverses radiotherapy-induced CD47 upregulation.
(A–B) GKT137831 downregulates CD47 mRNA in H460 cells in a dose‑dependent (0 μM, 10 μM, 20 μM, 48 h) (A) and time‑dependent (10 μM, 0 h, 24 h, 48 h) (B) manner, as measured by RT‑qPCR. (C) Immunofluorescence staining of CD47 (red) on H460 cells treated with GKT137831 (10 μM, 48 h). Nuclei were counterstained with DAPI (blue). (D–E) GKT137831 reverses radiotherapy‑induced CD47 surface upregulation in A549 and H460 cells in a dose‑ (0 μM, 10 μM, 20 μM, 48 h) (D) and time‑dependent (10 μM, 0 h, 24 h, 48 h) (E) manner, with or without radiotherapy (RT, 8 Gy). Left: representative histograms; right: quantitative analysis. (F) RT‑qPCR analysis of NOX1, NOX4, and CD47 mRNA in H460 cells following siRNA‑mediated knockdown of NOX1 or NOX4 (48 h). (G) Western blot validation of NOX1 and NOX4 knockdown in A549 cells. (H–I) RT‑qPCR (H) and Western blot (I) analysis of NOX1 and NOX4 expression in A549 or H460 cells treated with the NOX1 inhibitor ML171 (ML) or the NOX4 inhibitor GLX351322 (GLX) for 48 h. (J) Flow cytometric analysis of CD47 surface expression in A549 cells following NOX1 or NOX4 knockdown, with or without RT (8 Gy). (K) Flow cytometric analysis of CD47 surface expression in H460 cells treated with ML171, GLX351322, or both, with or without RT (8 Gy). (L–M) RT‑qPCR (L) and Western blot (M) validation of NOX1 or NOX4 overexpression (OE‑NOX1/OE‑NOX4) in A549 and H460 cells. (N–O) RT‑qPCR (N) and flow cytometric (O) analysis of CD47 expression in H460 cells overexpressing NOX1 or NOX4.  (n=3, mean ± SD, *P < 0.05, **P < 0.01, ns: no statistical difference, one-way ANOVA.)

Fig. S2
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Fig. S2 NOX1/4-derived ROS mediates radiotherapy-induced CD47 upregulation.
(A) GKT137831 reduces ROS levels in H460 cells in a dose‑dependent manner (0 μM, 10 μM, 20 μM, 48 h). (B) ROS levels in H460 cells treated with ML171 (NOX1 inhibitor) and in A549 cells treated with GLX351322 (NOX4 inhibitor) at indicated concentrations (0 μM, 5 μM, 10 μM, 48 h). (C) ROS levels in H460 cells overexpressing NOX1 or NOX4. (D) Time‑course of radiotherapy‑induced ROS production in H460 cells (8 Gy, 0 h, 12 h, 24 h, 48 h, 72 h). Left: representative histograms; right: quantitative analysis. (E–F) NAC reduces ROS levels in A549 and H460 cells in a dose‑ dependent (0 mM, 5 mM, 10 mM, 48 h) (E) and time‑dependent (5 mM, 0 h, 24 h, 48 h) (F) manner. (G–H) H₂O₂ increases ROS levels in A549 (0 μM, 200 μM, 400 μM) and H460 (0 μM, 100 μM, 200 μM) cells in a dose‑ (48 h) (G) and time‑dependent (200 μM or 100 μM, 0 h, 24 h, 48 h) (H) manner. (I) RT‑qPCR analysis of CD47 mRNA in H460 cells treated with NAC (0 mM, 5 mM, 10 mM, 48 h). (J) RT‑qPCR analysis of CD47 mRNA in A549 cells treated with H₂O₂ (0 μM, 200 μM, 400 μM, 48 h). (K) Flow cytometric analysis of CD47 surface expression in H460 cells treated with NAC (5 mM) for 0 h, 24 h, and 48 h. (L) Flow cytometric analysis of CD47 surface expression in A549  cells treated with H2O2 (0 μM, 200 μM, 400 μM) for 48 h.  (n=3, mean ± SD, *P < 0.05, **P < 0.01, ns: no statistical difference, one-way ANOVA.)
Fig. S3
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[bookmark: OLE_LINK13]Fig. S3 Targeting NOX1/4 promotes macrophage phagocytosis through ROS modulation.
(A) Phagocytosis of A549 cells treated with GKT137831 (10 μM), radiotherapy (RT, 8 Gy), or both for 48 h. (B) Phagocytosis of A549 cells overexpressing NOX1 or NOX4. (C) Phagocytosis of H460 cells following siRNA‑mediated knockdown of NOX1, NOX4, or both, with or without RT (8 Gy). (D) Phagocytosis of H460 cells treated with NAC (0 mM, 5 mM, 10 mM, 48 h). (E) Phagocytosis of A549 and H460 cells treated with NAC (5 mM) for different times (0 h, 24 h, 48 h). (F) Phagocytosis of A549 cells treated with H₂O₂ (0 μM, 200 μM, 400 μM, 48 h) (left), or with 200 μM H₂O₂ for 0 h, 24 h, 48 h (right). (G) Phagocytosis of A549 cells treated with GKT137831 (GKT), NAC, H₂O₂, or their combinations, with or without RT (8 Gy).  (n=3, mean ± SD, *P < 0.05, **P < 0.01, ns: no statistical difference, one-way ANOVA.)

Fig. S4
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Fig. S4 NOX1/4 regulates CD47 expression through the YAP1-TEAD4 axis.
(A) Western blot analysis of YAP1, TEAD4, MYC and β‑tubulin in A549 cells treated with GKT137831 (0 μM, 10 μM, 20 μM, 48 h). (B) RT‑qPCR analysis of YAP1 and TEAD4 mRNA in H460 cells overexpressing NOX1 or NOX4. (C–D) RT‑qPCR analysis of YAP1 (C) and TEAD4 (D) mRNA in A549 and H460 cells treated with NAC (0 mM, 5 mM, 10 mM, 48 h). (E–F) RT‑qPCR analysis of YAP1 (E) and TEAD4 (F) mRNA in A549 (0 μM, 200 μM, 400 μM) and H460 (0 μM, 100 μM, 200 μM) cells treated with H₂O₂ for 48 h. (G) Western blot analysis of YAP1 and TEAD4 in A549 cells treated with NAC (0 mM, 5 mM, 10 mM) or H₂O₂ (0 μM, 100 μM, 200 μM) for 48 h. (H–I) RT‑qPCR analysis of YAP1 (H, A549) and TEAD4 (I, H460) mRNA following treatment with GKT137831 (GKT), NAC, H₂O₂, or their combinations. (J) RT‑qPCR analysis of CD47 mRNA in A549 and H460 cells treated with the YAP1‑TEAD4 inhibitor TED‑347 (0 μM, 2.5 μM, 5 μM, 48 h). (K) Flow cytometric analysis of CD47 surface expression in H460 cells treated with TED‑347 (0 μM, 2.5 μM, 5 μM, 48 h) with or without radiotherapy (RT, 8 Gy). Left: representative histograms; right: quantitative analysis. (L–M) RT‑qPCR analysis of TEAD4 and CD47 (L, H460) or YAP1 and CD47 (M, A549) following siRNA‑mediated knockdown of TEAD4 or YAP1 (48 h). (N) Flow cytometric analysis of CD47 surface expression in A549 cells following YAP1 knockdown, with or without RT (8 Gy). Left: representative histograms; right: quantitative analysis.  (n=3, mean ± SD, *P < 0.05, **P < 0.01, ns: no statistical difference, one-way ANOVA.)


Fig. S5
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Fig. S5 Inhibiting YAP1/TEAD4 enhances macrophage phagocytosis.
(A–B) Phagocytosis of A549 (A) and H460 (B) cells following TEAD4 siRNA‑mediated knockdown, with or without radiotherapy (RT, 8 Gy). (C–D) Phagocytosis of A549 (C) and H460 (D) cells following YAP1 siRNA‑mediated knockdown, with or without RT (8 Gy).  (n=3, mean ± SD, *P < 0.05, **P < 0.01, ns: no statistical difference, one-way ANOVA.)

Fig. S6
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Fig. S6 GKT137831 combined with radiotherapy modulates the tumor immune microenvironment and macrophage infiltration in vivo.
(A) Hematological parameters of peripheral blood from mice treated with GKT137831, radiotherapy (RT, 8 Gy × 3), or their combination, including hematocrit (HCT), mean corpuscular volume (MCV), mean corpuscular hemoglobin (MCH), and mean corpuscular hemoglobin concentration (MCHC). (B) Flow cytometric analysis of macrophage polarization in tumor tissues. CD86⁺ (M1) and CD206⁺ (M2) macrophages were gated, and the M1/M2 ratio was calculated. Left: representative dot plots; right: quantitative analysis. (C) Flow cytometric analysis of MHC‑II expression on CD11b⁺ myeloid cells in tumor tissues. Left: representative dot plots; right: quantitative analysis of MHC‑II⁺ cells among CD11b⁺ cells. (D) Flow cytometric analysis of CD8⁺ T cell infiltration (CD8⁺ cells among CD45⁺ cells) in tumor tissues. Left: representative dot plots; right: quantitative analysis. (E) Flow cytometric analysis of IFN‑γ expression in CD8⁺ T cells. Left: representative histograms; right: quantitative analysis of IFN‑γ mean fluorescence intensity (MFI). (F) Flow cytometric analysis of macrophage infiltration (F4/80⁺CD11b⁺ cells among CD45⁺ cells) in tumor tissues from mice treated with clodronate liposome (C.L), GKT137831, radiotherapy, or their combinations. Left: representative dot plots; right: quantitative analysis.  (n=5, mean ± SD, *P < 0.05, **P < 0.01, ns: no statistical difference, one-way ANOVA.)

Fig. S7
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[bookmark: OLE_LINK2]Fig. S7 Gating strategy in flow cytometry. 
After excluding cell debris and aggregates, tumor cells and different immune cells were gated in the live-cell gate using different gating strategies: CD47+ tumor cells were characterized in CD45- live cells. CD8+ cells were characterized as CD8+CD45+ cells. The cytotoxicity marker IFN-γ was gated in CD8+ T cells. Macrophages were characterized as CD86+/CD206+ F4/80+CD11b+CD45+ cells. The antigen presentation marker MHC-Ⅱ was gated in CD11b+CD45+ cells.

Fig. S8
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Fig. S8 Uncropped Western blot images related to this study
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