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	Count
	Proportion
	

	TRIM5 rs3824949 (n=318)
	
	
	

	Allele frequencies 
	
	
	

	C
	347
	55%
	

	G
	289
	45%
	

	Genotype frequencies
	
	
	

	CC
	97
	31%
	

	CG
	153
	48%
	

	GG
	68
	21%
	

	NA
	1
	-
	

	Hardy-Weinberg equilibrium
	P-value= 0.650
	

	TRIM22 rs7935564 (n=312)
	
	
	

	Allele frequencies
	
	
	

	A
	414
	66%
	

	G
	210
	34%
	

	Genotype frequencies
	
	
	

	AA
	149
	48%
	

	AG
	116
	37%
	

	GG
	47
	15%
	

	NA
	7
	-
	

	Hardy-Weinberg equilibrium
	P-value= 0.0035
	

	TRIM22 rs1063303 (n=317)
	
	
	

	Allele frequencies
	
	
	

	C
	359
	57%
	

	G
	275
	43%
	

	Genotype frequencies
	
	
	

	CC
	98
	31%
	

	CG
	163
	51%
	

	GG
	56
	18%
	

	NA
	2
	-
	

	Hardy-Weinberg equilibrium
	P-value = 0.430
	

	TRIM22 rs7113258 (n=317)
	
	
	

	Allele frequencies
	
	
	

	T
	527
	83%
	

	A
	107
	17%
	

	Genotype frequencies
	
	
	

	AA
	5
	2%
	

	TA
	97
	31%
	

	TT
	215
	68%
	

	NA
	2
	-
	

	Hardy-Weinberg equilibrium
	P-value= 0.160
	



Statistically significant differences are shown in bold. (a), P-values were calculated by Chi-squared test.
Abbreviations: TRIM5, Tripartite motif-containing 5; TRIM22, Tripartite motif-containing 22; NA, not available.
