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Additional Material
Figure S1. Over workflow of the study.
Figure S2: LogR expression values of FGFR pathway genes in cohort 1
Figure S3: LogR expression values of FGFR pathway genes in cohort 2
Figure S4: Expression and Kaplan Meier Analysis of FGFR pathway genes in cohort 2. A) The frequency of overexpression of FGFR1, KLB, FGF19, FGFR4 and FGF21 according z-score is shown. Only FGFR1 overexpression was associated with better overall (B) and disease-free survival (C) of pancreatic cancer patients. 
Table S1: Clinicopathological features of 65 pancreatic cancer patients of cohort 1




[image: ]

Figure S1

[image: ]
Figure S2
[image: ]

Figure S3
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[bookmark: _GoBack]Table S1
	Total patients
	65

	Tumor stage
	

	Stage 1
	4 (6.15%)

	Stage 2
	45 (69.23%)

	Stage 3
	10 (15.38%)

	Stage 4
	6 (9.23%)

	Tumor grade
	

	Grade 1
	2 (3.07%)

	Grade 2
	32 (49.23%)

	Grade 3
	29 (44.61%)

	Grade 4
	1 (1.53%)

	NA
	1 (1.53%)

	Mortality status
	

	Dead
	49 (75.38%)

	Alive
	16  (24.62)
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