Additional Materials

Identification of two microRNA signatures in whole blood as novel biomarkers for diagnosis of nasopharyngeal carcinoma
Wen Wen, et al.

1. Additional methods
2. Additional Tables


1. Additional methods
The workflow of the Adaboost algorithm can be depicted as follows:
Step 1 Uniformly initialize the weight distribution of the training data.
Step 2 Train m-th base regressor Gm on a dataset with a weight distribution of Dm.
Step 3 Calculate the mean squared prediction error of Gm denoted by em.
Step 4 Calculate the coefficient of Gm, which is a measure of confidence in the predictor.
  
Step 5 Update the weight distribution of training dataset Dm+1, making it a new distribution.



Step 6 Form=1, 2,…, M, repeat Steps 2 to 5 until M base regressors are trained.
Step 7 Construct a linear combination of M base regressors and obtain the final boosted model.

[bookmark: _GoBack]In our model, M is 1000. The diagnostic score can be obtained by using this boosted model in the R 3.4.0 program .


2. Additional Tables
Table S1. The diagnostic efficacy of the 8-miRNA signature in Training Group-1
	Diagnostic efficiency
	 8-miRNA signature

	Sensitivity (%)
	96.43

	Specificity (%)
	100.0

	Accuracy (%)
	97.14

	Positive predictive value (%)
	100.0

	Negative predictive value (%)
	87.5




Table S2. The diagnostic efficacy of the 8-miRNA signature in Validation Group-1
	[bookmark: OLE_LINK1080][bookmark: OLE_LINK1081][bookmark: OLE_LINK1089][bookmark: OLE_LINK1090]Diagnostic efficiency
	 8-miRNA signature

	Sensitivity (%)
	86.1

	Specificity (%)
	88.9

	Accuracy (%)
	86.7

	Positive predictive value (%)
	96.9

	Negative predictive value (%)
	61.5



Table S3. The diagnostic efficacy of the 16-miRNA signature in Training Group-2
	[bookmark: OLE_LINK1086][bookmark: OLE_LINK1087][bookmark: OLE_LINK1088]Diagnostic efficiency
	16-miRNA signature

	Sensitivity (%)
	100.0

	Specificity (%)
	100.0

	Accuracy (%)
	100.0

	Positive predictive value (%)
	100.0

	Negative predictive value (%)
	100.0





Table S4. The diagnostic efficacy of the 16-miRNA signature in Validation Group-2
	Diagnostic efficiency
	16-miRNA signature

	Sensitivity (%)
	94.4

	Specificity (%)
	72.2

	Accuracy (%)
	87.0

	Positive predictive value (%)
	87.2

	Negative predictive value (%)
	86.7



