[bookmark: _GoBack]Table S1. lncRNAs associated with BC (continuation of Table 1)
	LncRNA/ID (Ensemble/NCBI)
	Dysregulation of lncRNA (Promote/Inhibit)
	Oncogene/ Tumor Suppressor
	Effect on BC
	Ref.

	AFAP1-AS1/ ENSG00000272620
	Upregulation/Promote
	Oncogene
	Overall survival, Disease-free survival,  Progression-free survival, Lymph node metastasis, Distant metastasis, Histological grade, Larger tumor size, Tumor stage
	[1]

	
	
	
	Proliferation, Invasion
	[2]

	
	
	
	Progression, Invasion
	[3]

	ANCR/ ENSG00000226950
	 Upregulation/Inhibit
	Tumor Suppressor
	EMT, Metastasis, Migration, Invasion
	[4]

	DANCR/ ENSG00000226950
	Upregulation/Promote
	Oncogene
	Proliferation, Invasion, Tumor growth
	[5]

	
	
	
	Advanced tumor grades, Lymph node metastasis
	[6]

	ATB (LNCRNA-ATB)/ Gene ID: 114004396
	Upregulation/Promote
	Oncogene
	EMT, Drug resistance, Invasion, Metastasis
	[7]

	BC200 (BCYRN1)/ ENSG00000236824
	Upregulation/Promote
	Oncogene
	Proliferation, Survival, Tumor growth
	[8]

	
	
	
	Survival, Proliferation
	[9]

	BCAR4/ ENSG00000262117
	Upregulation/Promote
	Oncogene
	Aggressiveness, Drug resistance, Overall survival, Metastasis-free survival
	[10]

	
	
	
	Endocrine resistance, Metastasis free survival, Overall survival
	[11]

	BORG
	Upregulation/Promote
	Oncogene
	Cell survival, Chemoresistance
	[12]

	CASC2/ ENSG00000177640
	Upregulation/Inhibit
	Tumor suppressor
	Cell viability, Migration, Invasion, Apoptosis
	[13]

	
	
	
	Drug resistance, Proliferation, Tumor growth
	[14]

	CCAT1/ Gene ID: 100507056
 
	Upregulation/Promote
 
	Oncogene
 
	Differentiation grade, TNM stage, Lymph node metastases, Overall survival, Progression-free survival, Progression-free survival
	[15]

	CCAT2/ ENSG00000280997
	Upregulation/Promote 
	Oncogene
	Invasion, Metastasis
	[16]

	
	
	
	Tumor initiation, Progression, Stemness, Aggressiveness
	[17]

	
	
	
	Chemo-sensitivity
	[18]

	
	
	
	Proliferation, invasion 
	[19]

	
	
	
	Tumor growth, Tumor formation
	[20]

	EPIC1/ ENSG00000224271
	Upregulation/Promote 
	Oncogene
	Drug resistance
	[21]

	GACAT3/ ENSG00000236289
	Upregulation/Promote 
	Oncogene
	Proliferation, Prognosis,     
	[22]

	GAS5/ ENSG00000234741
	Upregulation/Inhibit
	Tumor suppressor
	Invasion, Tumor growth 
	[23]

	
	
	
	Apoptosis
	[24]

	
	
	
	Apoptosis, Drug resistance
	[25]

	
	
	
	Apoptosis
	[26]

	
	
	
	Drug resistance, Prognosis, Proliferation, Tumor growth, 
	[27]

	
	
	
	Drug resistance, Prognosis
	[28]

	
	
	
	Prognosis 
	[29]

	
	
	
	Apoptosis, Tumor growth
	[30]

	
	
	
	Apoptosis
	[31]

	
	
	
	Drug resistance
	[32]

	
	
	
	Tumor promotion, Proliferation, Apoptosis  
	[33]

	H19/ ENSG00000130600
 
 
 
 
 
	Upregulation/Promote 
 
 
 
 
	Oncogene
 
 
 
 
 
	Tumor values, Steroid receptor status  
	[34]

	
	
	
	Tumor size, Nodal status, Disease-free survival, Prognosis, Stemness, Hormone
	[35]
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	Migration, Invasion, Metastasis
	[36]

	
	
	
	Invasion, Proliferation
	[37]

	
	
	
	Metastasis, MET, EMT
	[38]

	
	
	
	Stemness
	[39]

	
	
	
	Drug resistance,  Apoptosis
	[40]

	
	
	
	Tumorigenic properties, Tumor growth
	[41]

	
	
	
	Tumourigenesis
	[42]

	
	
	
	Proliferation, Survival
	[43]

	
	
	
	Proliferation, Differentiation
	[44]

	
	
	
	Progression
	[45]

	
	
	
	Drug resistance, Apoptosis
	[46]

	
	
	
	Drug resistance, Cell cycle arrest
	[47]

	
	
	
	Drug resistance 
	[48]

	
	
	
	Migration, Invasion, Metastasis, EMT
	[49]

	
	
	
	Drug resistance
	[50]

	HIF1A-AS2/ 
Gene ID: 100750247
	Upregulation/Promote
	Oncogene
	Recurrence-free survival
	[51]

	
	
	
	Proliferation, Invasion, Drug resistance
	[52]

	HOST2 (CERNA2)/ ENSG00000285972
	Upregulation/Promote
	Oncogene
	Proliferation, Migration
	[53]

	HOTAIR/ ENSG00000228630
	Upregulation/Promote
	Oncogene
	Invasion, Metastasis  
	[54]

	
	
	
	 Invasion, Progression, Metastasis, Prognosis   
	[55]

	
	
	
	Invasion, Migration, Survival, Prognosis
	[56]

	
	
	
	Proliferation, Invasion, Migration
	[57]

	
	
	
	Tumor growth, Metastasis
	[58]

	
	
	
	Invasion, Metastasis
	[59]

	
	
	
	Metastasis
	[60]

	
	
	
	Proliferation, Metastasis
	[61]

	
	
	
	Tumorigenesis, Proliferation, Drug resistance
	[62]

	
	
	
	Cell growth, Migration, Invasion, Apoptosis 
	[63]

	
	
	
	EMT
	[64]

	
	
	
	Proliferation, Colony formation
	[65]

	
	
	
	Proliferation, Migration, Invasion, Tumor growth
	[66]

	
	
	
	Proliferation, Migration, Invasion,  EMT , Tumor growth 
	[67]

	
	
	
	Migration
	[68]

	
	
	
	Radioresistance
	[69]

	LINC00152 (CYTOR)/ ENSG00000222041
	Upregulation/Promote
	Oncogene
	Drug resistance
	[70]

	LINC00511/ Gene ID: 400619
	Upregulation/Promote
	Oncogene
	Cytotoxicity
	[71]

	Linc-ROR/ ENSG00000258609
 
	Upregulation/Promote
 
	Oncogene 
 
	Tumorigenesis
	[72]

	
	
	
	Progression 
	[73]

	
	
	
	Invasion
	[74]

	
	
	
	Prognostic outcomes, Proliferation, Invasion, Progression, Tumor growth
	[75]

	
	
	
	Drug resistance 
	[76]

	
	
	
	Tumor growth, Drug resistance, Outcomes
	[77]

	
	
	
	Drug resistance, Invasion, EMT
	[78]

	LINP1/ ENSG00000223784
	Upregulation/Promote
	Oncogene
	Migration, Invasion, Metastasis, Chemoresistance  
	[79]

	
	
	
	Lymph node Metastasis, Differentiation, Survival, Disease-free survival
	[80]

	MAGI2-AS3/ ENSG00000234456
	Upregulation/Inhibit
	Tumor Suppressor
	Metastatic progression, Migration, Invasion
	[81]

	MALAT1/ ENSG00000251562
 
 
 
	 Upregulation/Inhibit
 
	 Tumor Suppressor
	EMT, Relapse-free survival         
	[82]

	
	
	
	Metastasis, Progression                                          
	[83]

	
	Upregulation/Promote
	Oncogene
	Migration, Invasion
	[84]

	
	
	
	Proliferation, Migration, Angiogenesis
	[85]

	
	
	
	Proliferation, Motility, Apoptosis, Tumor growth, Metastasis                                                                  
	[86]

	
	
	
	Proliferation, Migration, Invasion, Progression
	[87]

	
	
	
	Proliferation, Apoptosis, Motility
	[88]

	
	
	
	Proliferation, Migration, Invasion, Apoptosis, Cell cycle arrest
	[89]

	
	
	
	Invasion, EMT, Diagnosis
	[90]

	
	
	
	Proliferation
	[91]

	
	
	
	Recurrence, metastasis, Invasion, Migration
	[92]

	MAYA (MNX1-AS1)/ ENSG00000243479
	Upregulation/Promote
 
	Oncogene
 
	Survival, Aggressiveness    
	[93]

	MEG3/ ENSG00000214548
	Upregulation/Inhibit 
	Tumor Suppressor
	Proliferation, EMT, Invasion
	[94]

	
	
	
	Tumor growth, Angiogenesis, Proliferation, Migration
	[95]

	
	
	
	Metastasis, Prognosis, Differentiation
	[96]

	
	
	
	Metastasis, Stage, Prognosis
	[97]

	MT1JP/ ENSG00000255986
	Upregulation/Inhibit 
	Tumor Suppressor
	Biological activities of breast cancer cells   
	[98]

	
	
	
	Proliferation, Migration, Invasion   
	[99]

	NEAT1/ ENSG00000245532
 
 
	Upregulation/ Promote

 
 
	Oncogene
 
 
 
	Metastasis, EMT, Invasion, Histological grades, Prognosis
	[100]

	
	
	
	Metastasis
	[101]

	
	
	
	Invasion, EMT, Proliferation, Apoptosis, Tumor growth
	[102]

	
	
	
	Prognosis, Proliferation, Invasion, Tumorigenesis, Progression
	[103]

	
	
	
	Apoptosis, Proliferation, Colony formation, Tumor growth, Drug resistance, Chemoresistance
	[104]

	
	
	
	Cell growth, Migration, Invasion
	[105]

	NKILA/ ENSG00000278709
 
	 Upregulation/Inhibit 
 
	Tumor Suppressor
	Metastasis, Prognosis
	[106]

	PTENP1/ ENSG00000237984
 
	Upregulation/Inhibit 
 
	Tumor Suppressor
 
	Cell survival, Colony forming, Migration, Invasion, Apoptosis 
	[107]
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	Proliferation, Migration
	[108]

	
	
	
	Metastasis, Cell growth, Progression  
	[109]

	SPRY4-IT1/GeneID:100642175
	Upregulation/Promote
	Oncogene
	Pathogenesis
	[110]

	TINCR/ ENSG00000223573
 
	Upregulation/Promote 
	Oncogene 
	Overall survival, Clinicopathological features, Clinical outcome
	[111]

	UCA1/ ENSG00000214049
 
 
	Upregulation/Promote
 
 
	Oncogene
 
 
	Invasion-metastasis cascade, EMT
	[112]

	
	
	
	EMT, Invasion
	[113]

	
	
	
	Proliferation 
	[114]

	
	
	
	Drug resistance
	[115]

	
	
	
	Drug resistance 
	[116]

	
	
	
	Drug resistance 
	[117]

	
	
	
	Drug resistance
	[118]

	
	
	
	Metastasis
	[119]

	XIST/ ENSG00000229807
 
	Downregulation/Promote 
 
	Tumor Suppressor
 
	Prognosis, Tumor size, Overall survival, Disease-free survival, Metastasis
	[120]

	
	
	
	Tumor growth, Stemness, Metastasis
	[121]

	
	
	
	Cell viability
	[122]

	TP73-AS1/ ENSG00000227372
	Upregulation/Promote
	Oncogene
	Apoptosis, Proliferation 
	[123]

	DSCAM-AS1/ ENSG00000235123
	Downregulation/ Inhibit
	Oncogene
	Apoptosis. Drug resistance
	[124]

	SNHG7/ ENSG00000233016
	Upregulation/Promote
	Oncogene
	Drug resistance
	[125]
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