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Additional file 4: Metabolomics analysis of Efa with two different MOI (100:1 and 1:1).

A: PCA score plot of metabolomics. The orange dots represent Efa in MOI 100:1, and the blue dots
represent Efa in MOI 1:1. B: KEGG analysis for the various differentially expressed signal pathway.
The dots represented various pathways. Pathways impact was represented by the area of each dots.
The p-value was represented by a color scale from blue (relatively lower significance) to orange
(relatively higher significance). C: Heatmap of differentially metabolites. The p-values were



represented by a color scale from blue (relatively lower expression) to red (relatively higher
expression). Each column represented individual sample, and each row represented a single
metabolite. The left panel is Efa with MOI 1:1, and the right part is Efa with MOI 100:1.



